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CURRICULUM VITA 
Andrew W. Bergen, Ph.D.  

Washington DC, P: 240-463-1430, E: awbergen@comcast.net  
 
Primary Affiliation 
  

Senior Scientist 
Oregon Research Institute 
3800 Sports Way 
Springfield, OR 97477 
E: abergen@ori.org  
W: https://ori.org/scientists/andrew_bergen  
     
Education  
 

1984  B.A. Haverford College, Haverford, PA 
1992  M.A. Johns Hopkins University, Baltimore, MD 
1996  Ph.D. George Washington University, Washington, DC 
 
Fellowships  
 

1988-1991 NIH Pre-doctoral Training Award, Johns Hopkins University, Baltimore, MD 
1993-1996 Pre-Doctoral IRTA Fellowship, National Institute of Alcoholism and Alcohol 

Abuse, Rockville, MD 
1996-1997 Post-Doctoral IRTA, Fellowship, National Institute of Alcoholism and Alcohol 

Abuse, Rockville, MD 
1997-1999 Cancer Genetics and Epidemiology Post-Doctoral Fellowship, National Cancer 

Institute, Rockville, MD 
 
Employment   
 

1985-1987 Research Technician, Department of Biochemistry, School of Hygiene and Public 
  Health, Johns Hopkins University, Baltimore, MD 
1987-1988 Research Associate, Cellmark Diagnostics, Germantown, MD 
1999-2001 Co-Founder, Laboratory Director & Vice President, Biognosis U.S., Inc., 

Gaithersburg, MD 
2002-2007 Staff Scientist, Division of Cancer Epidemiology and Genetics, National Cancer 

Institute, Bethesda, MD 
2002-2006 Principal, Andrew W Bergen LLC, Cabin John, MD 
2007-2015 Director, Molecular Genetics Program, Center for Health Sciences, SRI 

International, Menlo Park, CA 
2013-2015 Senior Director, Center for Health Sciences, SRI International, Menlo Park, CA 
2015-2018 Associate, BioRealm, LLC, Walnut, CA 
2017-present Senior Scientist, Oregon Research Institute, Springfield, OR 
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Consultancies 
 

2017  Westat, Inc., Rockville, MD 
2017-2018  Granite Point Ventures, Greenbelt, MD  
2018-present BioRealm, LLC, Walnut, CA 
2021-present Rutgers, The State University of New Jersey, Piscataway, NJ 
2022-present ORI Community and Evaluation Services, Springfield, OR 
 
Post Graduate Short Course  
  
1998  Twin and Family Studies, Institute for Behavioral Genetics, University of 

Colorado, Boulder, CO 
1998  Genetic-Epidemiologic Studies of Complex Diseases, Cold Spring Harbor 

Laboratory, Cold Spring Harbor, NY 
2011    Statistical Analysis of Genome Scale Data, Cold Spring Harbor Laboratory, Cold 

Spring Harbor, NY 
 
Mentees, current position 
 

1999-2001 J. Kelly Gangei, BS, President & CEO, AmplifyBio, MD, USA 
1999-2001 Meredith Yeager, PhD, Senior Principal Scientist and Scientific Director, Cancer 

Genomics Research Laboratory, NCI, MD, USA 
2002-2006 Michael Beerman, BS, IT Manager, Leidos BRI, MD, USA 
2002-2006 Kashif Haque, BS, MS, Lab Informatics/LIMS Engineer, Adaptimmune, PA, USA 
2003-2006 Ying Qi, PhD, Senior Computational Analyst, Leidos BRI, MD, USA 
2007-2008  Yungang He, PhD, Research Fellow and Principal Investigator, Computational 

Genetics Group, Shanghai Medical College, Fudan University, Shanghai, PRC 
2007-2015 Denise Nishita, BS, Research Assistant V, SRI International, CA, USA 
2009  Jill Hardin, PhD, Director, Observational Health and Data Analytics, Janssen, 

MA, USA 
2009-2012 Jennifer Wessel, PhD, Associate Professor, Indiana University SoM, IN, USA 
2009-2010 Sarah (Dostal) McDonald, PhD, Scientist, Celdara Medical, NH, USA 
2010-2014 Martha Michel, PhD, Research Specialist, UCSF, CA, USA 
2010-2011 Aditi Mallick, MD, Chief Medical Officer, Medicaid & CHIP, Washington, DC, USA 
2011-2012  Aaron Wacholder, PhD, Post-doctoral Fellow, Computational and Systems 

Biology, University of Pittsburgh School of Medicine, PA, USA 
2016-2018 Mateus Gouveia, PhD, Post-doctoral Fellow, NHGRI, NIH, MD, USA 
2018-2021 Gulcan Çil, PhD, Senior Statistician, Center for Evidence-based Policy, OR, USA 
2019-2020  Teresa Hawkes, PhD, Neuroscientist, Applied Research Solutions, OH, USA 
2021-2022 Stasinos Stavrianeas, PhD, Associate Scientist, Oregon Research Institute, OR, 

USA 
2021-current Vincent Chirimwami, PhD, Associate Scientist, Oregon Research Institute, OR, 

USA 
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Service, Leadership and Honors 
 

1999-present Society for Research on Nicotine and Tobacco (SRNT) 
1999-present Co-Investigator, Environment and Genetics in Lung Cancer Etiology, DCEG, NCI 
2003  NIH Merit Award “For developing the design specifications and overseeing the 

implementation of the laboratory information management system for the NCI 
Core Genotyping Facility” 

2002-2006 Adjunct Assistant Professor, Epidemiology and Biostatistics, SPHHS, GWU, 
Washington, DC 

2002-2006 Core Genotyping Facility User Oversight Committee, DCEG, NCI 
2003-2007 Bioinformatics and Computational Biology Roadmap Working Group, NIH 
2004-2007 Tobacco Research Opportunity Team, NCI 
2005-2007 Genetics Access Committee, NIDA, NIH 
2005-2006 Candidate Gene and Data Analysis Committees, High-throughput Genome Wide 

Scan for Drug Addiction Loci, NIDA, NIH 
2006  Scientific Advisory Board Member, Pharmacogenetics of Nicotine Addiction 

Treatment Consortium, Pharmacogenetics Network 
2007-present Member, NIDA Genetics Consortium (now Genetics and Epigenetics) 
2007-2015 Co-Investigator, Pharmacogenetics of Nicotine Addiction Treatment Consortium 
2009-2010 Advisory Board Member - National Center for Health Professional Education in 

Genetics  
2010  Intel International Science Fair Grand Award Judge, San Jose, CA 
2010-present Genetics Network (now Genomics and –Omics Network), SRNT 
2010-2014 Co-Chair, Genetics Network, SRNT 
2010-2012 Study of Tobacco in Minority Populations (STOMP) Consortium  
2012-2013 Workshop organizer and discussant, with Jaakko Kaprio, “Nicotine Dependence 

Genetics and Beyond”, SRNT 2013 Annual Meeting, Boston, MA, 
2013-2014 Workshop organizer and discussant, with Nancy Saccone, “Genetics of Smoking 

– Findings, Function, and Future Frontiers”, SRNT 2014 Annual Meeting, Seattle, 
WA   

2012-2014  Organizer, Multiple Treatment Meta-analysis of Smoking Cessation Therapies  
2013-2015 Organizer, Total Exposure Study Analysis Consortium  
2013-2015 ISPG Taskforce on Genetic Testing 
2014-2015 Genetics Advisory Committee, SRNT 
2014-2015 GWAS & Sequencing Consortium of Alcohol and Nicotine Use 
2014-present Psychiatric Genomics Consortium 
2014-present Scientific Advisor, BioRealm, LLC 
2014  Center for Tobacco and Alcohol Studies Visiting Professorship, School of 

Experimental Psychology, University of Bristol 
2014-2017 Tobacco Addiction Group, Cochrane Collaboration 
2015-present Treatment Network, SRNT 
2015-2018 Genetics and Treatment Networks Working Group, SRNT 



May 2023 

4 
 

2015-2016 Symposium Organizer, “Incorporating Genomics Data into Treatment Research: 
Consensus Approaches, Genome-wide Analyses, and Prospects for Translation”, 
SRNT 2016 Annual Meeting, Chicago, IL 

2015-2018 Special Volunteer, Infections and Immunoepidemiology Branch, Division of 
Cancer Epidemiology & Genetics, National Cancer Institute 

2015-present Scientific Advisor, BioRealm, LLC 
2015-2017 Member, PGRN-PNAT Research Group 
2017   Letter of Appreciation for Service to the SRNT 
2017  SRNT Mentoring Task Force, Trainee Network, SRNT 
2018   Letter of Appreciation for Service to the SRNT 
2017-present Member, Oregon Research Institute (ORI)  
2018-present Member, Growth and Innovation Group, ORI 
2018  Organizer, Center for Health Sciences Dataset Curation Group 
2018-2022 Mental Health Advisory/Local Alcohol & Drug Planning Committee, Lane Cty, OR  
2019-2020 Organizer, Geriatric Opioid and Benzodiazepine Use and Frailty 
2019-present Board of Directors, ORI 
2019-2020 Fundraising Committee, ORI 
2019-2020 Growth and Innovation Fund Distribution Task Force, ORI 
2019-2020 Scientist Recruitment Task Force, ORI 
2021-present Health Equity Reserarch Group, ORI 
2021-2022 Organizer, Prescription Analgesics and Sedatives and Frailty 
2021-present Growth and Innovation Fund Distribution Committee, ORI 
2021-present Scientific Development Funds Policy Committee, ORI 
2021-present Diversity, Equity and Inclusion Working Group, Cancer Center Cessation 

Initiative (3CI) 
2021-present Implementation Science Working Group, 3CI 
2022-present Behavioral and Public Health Research Consortium Advisory Board 
 
Research Support 
 

2022-2023  Co-I, Oregon Health Authority, “Identifying and Assessing Our Communities  
  Priorities in Commercial Tobacco Product Use Prevention”, MPIs: Mulumba and  
  Chirimwami 
2013-2023 Professional Services Agreements, University of California San Diego 
 
Completed Research Support 
 

2018-2021 MPI, R44 AA027675, “Smokescreen Translational (TL) Analysis Platform”, 
  MPIs: Baurley and Bergen 
2018  MPI, R43 DA046325, “Biosignatures of opioid addiction treatment success”,  
  MPIs: Baurley and Bergen 
2016  MPI, R43 DA041211, “Smokescreen Translational (TL) Analysis Platform”, MPIs: 

Baurley and Bergen 
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2008-2012 Professional Services Agreements, Price Foundation Ltd Program for the Study 
of Genetics of Eating Disorders 

2008-2009 Research Steering Committee Member, “Resequencing Candidate Genes of 
Interest in Nicotine Dependence”, Perlegen Biosciences, Members: Bergen and 
Swan 

2009-2010 Research Steering Committee Member, “Metabolic SNPs and Nicotine and 
Cotinine Metabolism in Two Family Based Samples”, Medco Health Solutions 
and Affymetrix, Members: Bergen and Swan 

2009-2011 Co-I, R01 CA071358, “Treatment of Nicotine Dependence in a Health Care 
Setting”, PI: Swan 

2009-2012 MPI, RC2 DA028793, “Salivary Biomarkers, Life Stress and Nicotine 
Dependence” MPIs: Andrews and Bergen 

2012-2015 PI, R21 DA033813, “DMET Genes, Nicotine Metabolism and Prospective 
Abstinence”  

2007-2014 Co-I, U01 DA020830 “Pharmacogenetics of Nicotine Addiction Treatment”, MPIs: 
Benowitz, Lerman, and Tyndale 

2007-2009 Co-I, P50 CA084735, “Genes, Environment & Tobacco Use across Cultures”, PI: 
Johnson 

 
Society Affiliations 
 

American Association for Cancer Research, currently inactive  
American Society of Human Genetics, currently inactive  
International Genetic Epidemiology Society, currently inactive  
International Society of Psychiatric Genetics, currently inactive  
Society for Research on Nicotine and Tobacco, active 
College on Problems of Drug Dependence, active 
 
Reviewer for Research or Service Sponsors 2007-2020 
 

2007-2008 Ad hoc: Behavioral Genetics and Epidemiology Study Section, NIH 
2007-2008 Ad hoc: Children and Families Study Section, NIH 
2008  Ad hoc: Korean Ministry of Education, Science, and Technology 
2009-2011 Ad hoc: Subcommittee G - Education Study Section, NCI, NIH 
2009-2013 Member: Behavioral Genetics and Epidemiology Study Section, NIH 
2010  Ad hoc: Israeli Science Foundation 
2013  Ad hoc: FDA/NIH Tobacco Regulation Research, NIH 
2013  Ad hoc: Lung Foundation Netherlands 
2016  Ad hoc: The French National Research Agency 
2019  Ad hoc: ZCA1 RTRB-U (A1) Special Emphasis Panel, NCI, NIH 
2019  Ad hoc: Lane County, OR, Health and Human Services 
2020  Ad hoc: Special Emphasis Panel ZRG1 PSE B40, NIDA, NIH 
 
Reviewer for Journals 2002-2023 
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Addiction 
Alcohol Clinical and Experimental Research 
American Journal of Epidemiology 
American Journal of Human Genetics 
Archives of General Psychiatry 
Biological Psychiatry 
BMC Cancer 
BMC Genetics 
BMC Genomics 
Cancer Epidemiology, Biomarkers and Prevention 
Cancer Research 
Carcinogenesis 
CHEST 
Clinical Chemistry and Laboratory Medicine 
Complex Psychiatry 
Drug and Alcohol Dependence 
Epigenetics 
European Journal of Human Genetics 
Frontiers in Genetics (Associate Editor) 
Frontiers in Physiology 
Genes, Brain and Behavior 
Human Genetics 
Human Mutation 
Human Molecular Genetics 
Journal of Human Genetics 
Journal of Translational Medicine 
International Journal of Eating Disorders 
Molecular Carcinogenesis 
Molecular Neurobiology 
Molecular Psychiatry 
Neuropsychiatric Genetics 
Neuropsychopharmacology 
Nicotine & Tobacco Research 
Nucleic Acids Research 
Pacific Symposium in Biocomputing 
Pharmacogenetics and Genomics 
Pharmacogenomics Journal 
Psychoneuroendocrinology 
PLoS Genetics 
PLoS One 
The Pharmacogenomics Journal 
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Peer-Reviewed Publications 1990-2023  
 
1) Economou EP, Bergen AW, Warren AC, Antonarakis SE. The polydeoxyadenylate 
tract of Alu repetitive elements is polymorphic in the human genome. Proc Natl Acad Sci U S A 
1990 Apr;87(8):2951-4. 
 
2) Scott AF, Elizaga A, Morrell J, Bergen A, Penno MB. Characterization of a gene 
coamplified with Ki-ras in Y1 murine adrenal carcinoma cells that codes for a putative 
membrane protein. Genomics 1994 Mar 15;20(2):227-30. 
 
3) Bergen A, Wang CY, Nakai B, Goldman D. Mass allele detection (MAD) of rare 5HT1A 
structural variants with allele-specific amplification and electrochemiluminescent detection. 
Hum Mut 1996;7(2):135-43. Erratum in: Hum Mutat 1996;8(1):95. 
 
4) Mazzanti CM, Bergen A, Enoch MA, Michelini S, Goldman D. Identification of a 
Ser857-Asn857 substitution in DRK1 (KCNB1), population frequencies and lack of association 
to the low voltage alpha EEG trait. Hum Genet 1996 Aug;98(2):134-7. 
 
5) Bergen AW, Kokoszka, J, Peterson R, Long JC, Virkkunen M, Linnoila M, Goldman D. 
Mu opioid receptor gene variants: lack of association with alcohol dependence. Mol Psych 
1997 Oct-Nov;2(6):490-4. 
 
6) Bergen AW, Pratt ML, Mehlman P, Goldman D. Evolution of RPS4Y. Mol Bio Evol 
1998 Nov;15(11):1412-9. 
 
7) Goldman D, Bergen AW. General and specific inheritance of substance abuse and 
alcoholism. Arch Gen Psych 1998 Nov;55(11):964-5. 
 
8) Kittles RA, Perola M, Peltonen L, Bergen AW, Aragon RA, Virkkunen M, Linnoila M, 
Goldman D, Long JC. Dual origins of Finns revealed by Y chromosome haplotype variation.  
Am J Hum Genet 1998 May;62(5):1171-9. 
 
9) Pesonen U, Koulu M, Bergen A, Eggert M, Naukkarinen H, Virkkunen M, Linnoila M, 
Goldman D. Mutation screening of the 5-hydroxytryptamine7 receptor gene among Finnish 
alcoholics and controls. Psych Res 1998 Feb 27;77(3):139-45. 
 
10) Bergen AW, Caporaso N. Cigarette smoking. J Natl Cancer Inst 1999 Aug 
18;91(16):1365-75. 
 
11) Bergen AW, Korczak JF, Weissbecker KA, Goldstein AM. A genome-wide search for 
loci contributing to smoking and alcoholism. Genet Epidemiol 1999;17 Suppl 1:S55-60. 
 
12) Bergen, AW, Wang, CY, Tsai, J, Jefferson K, Dey C, Smith KD, Park SC, Tsai SJ, 
Goldman, D. RPS4Y resequencing and Y chromosome microsatellite haplotyping identify an 
Asian paternal lineage. Ann Hum Genet 1999 Jan;63(Pt 1):63-80. 
 
13) Karafet TM, Zegura SL, Posukh O, Osipova L, Bergen A, Long J, Goldman D, Klitz W, 
Harihara S, de Knijff P, Wiebe V, Griffiths RC, Templeton AR, Hammer MF. Ancestral Asian 
source(s) of new world Y chromosome founder haplotypes. Am J Hum Genet 1999 
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Apr;108(4):381-99. 
 
14) Kittles RA, Bergen AW, Urbanek M, Virkkunen M, Linnoila M, Goldman D, Long JC. 
Autosomal, mitochondrial, and Y chromosome DNA variation in Finland: evidence for a male-
specific bottleneck. Am J Phys Anthropol 1999 Apr;108(4):381-99. 
 
15) Kittles RA, Long JC, Bergen AW, Eggert M, Virkkunen M, Linnoila M, Goldman D. 
Cladistic association analysis of Y chromosome effects on alcohol dependence and related 
personality traits. Proc Natl Acad Sci USA 1999 Mar 30;96(7):4204-9. 
 
16) Korczak JF, Bergen AW, Goldstein, AM, Weissbecker KA. Sib-pair linkage analyses of 
alcoholism: dichotomous and quantitative measures. Genet Epidemiol 1999 ;17 Suppl 1:S205-
10. 
 
17) Rotondo A, Schuebel KE, Bergen AW, Aragon R, Virkkunen M, Linnoila M, Goldman 
D, Nielsen DA. Identification of four variants in the tryptophan hydroxylase promoter and 
association to behavior. Mol Psych 1999;4:360-368. 
 
18) Tozzi F, Bergen AW, Bulik CM.  Candidate gene studies in eating disorders. 
Psychopharmacol Bull, 2002;36(3):60-90. 
 
19) Bergen AW, Yeager M, Welch R, Ganjei JK, Deep-Soboslay A, Haque K, van den 
Bree MBM, Goldman D, Berrettini WH, Kaye WH, the Price Foundation Collaborative 
Group (www.anbn.org). Candidate gene analysis of the Price Foundation anorexia nervosa 
affected relative pair dataset. Curr Drug Targets 2003 Feb;2(1):41-51. Review. 
 
20) Bergen AW, van den Bree MBM, Yeager M., Welch R, Ganjei JK, Haque K, Bacanu S, 
Grice DE, Berrettini WH, Goldman D, Bulik C, Klump K, Fichter M., Halmi K, Kaplan A., 
Strober M, Treasure J, Woodside B, Kaye WH. Candidate genes for anorexia nervosa in the 
1p33-36 linkage region: serotonin 1D and delta opioid receptor loci exhibit significant 
association to anorexia nervosa. Mol Psych 2003 Apr;8(4):397-406. 
 
21) Bergen AW, Yang X, Bai Y, Beerman M, Goldstein AM, Goldin LR; Framingham Heart 
Study. Genomic regions linked to alcohol consumption in the Framingham Heart Study. BMC 
Genet 2003 Dec 31;4 Suppl 1:S101. 
 
22) Bulik CM., Devlin B, Bacanu S-A., Thornton L, Klump KL, Fichter MM., Halmi KA, 
Kaplan AS, Strober M, Woodside DB, Bergen AW, Ganjei JK, Crow S, Mitchell J, Rotondo A, 
Mauri M, Cassano G, Keel P, Berrettini WH, Kaye WH. Significant linkage on chromosome 
10p in families with bulimia nervosa. Am J Hum Genet 2003 Jan;72(1):200-7.  
 
23) Haque KA, Pfeiffer RM, Beerman MB, Struewing JP, Chanock SJ, Bergen AW.  
Performance of high-throughput DNA quantification methods. BMC Biotechnol 2003 Oct 
28;3:20. 
 
24) Hughes AL, Packer B, Welch R, Bergen AW, Chanock SJ, Yeager M. Widespread 
purifying selection at polymorphic sites in human protein-coding loci. Proc Natl Acad Sci U S A 
2003 Dec 23;100(26):15754-7.  
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25) Moslehi R, Goldstein AM, Beerman M, Goldin LR, Bergen AW; Framingham Heart 
Study. A genome-wide linkage scan for body mass index on Framingham Heart Study 
families. BMC Genet 2003;4:S97. 
 
26) Saccone NL, Goode EL, Bergen AW. Genetic analysis workshop 13: Summary of 
analyses of alcohol and cigarette use phenotypes in the Framingham Heart Study. Genet 
Epidemiol 2003;25 Suppl 1:S90-7. 
 
27) Kaye WH, Devlin B, Barbarich N, Bulik CM, Thornton L, Bacanu SA, Fichter MM, Halmi 
KA, Kaplan AS, Strober M, Woodside DB, Bergen AW, Crow S, Mitchell J, Rotondo A, Mauri 
M, Cassano G, Keel P, Plotnicov K, Pollice C, Klump KL, Lilenfeld LR, Ganjei JK, Quadflieg N, 
Berrettini WH. Genetic analysis of bulimia nervosa: methods and sample description. Int J Eat 
Disord 2004 May;35(4):556-70. 
 
28) Packer BR, Yeager M, Staats B, Welch R, Crenshaw A, Kiley M, Eckert A, Beerman M, 
Miller E, Bergen A, Rothman N, Strausberg R, Chanock SJ. SNP500Cancer: a public 
resource for sequence validation and assay development for genetic variation in candidate 
genes. Nucleic Acids Res 2004;32:D528-32.   
 
29) Kaye WH, Bulik CM, Thornton L, Barbarich N, Masters K, the Price Foundation 
Collaborative Group. Comorbidity of anxiety disorders with anorexia and bulimia nervosa. 
Am J Psychiatry. 2004 Dec;161(12):2215-21. 
 
30) Bacanu SA, Bulik CM, Klump KA, Fichter MM, Halmi KA, Keel P, Kaplan AS, Mitchell 
JE, Rotondo A, Strober M, Treasure J, Woodside DB, Bergen AW, Berrettini W, Kaye WH, 
Devlin BD. Linkage analysis of anorexia and bulimia nervosa cohorts using selected 
behavioral phenotypes as quantitative traits or covariates. Am J Med Genet B Neuropsychiatr 
Genet 2005 Nov 5;139B(1):61-68. 
 
31) Bergen AW, Haque KA, Qi Y, Beerman MB, Garcia-Closas M, Rothman N, Chanock 
SJ. Comparison of yield and genotyping performance of multiple displacement amplification 
and Omniplex™ whole genome amplification from multiple DNA sources. Hum Mutat 
2005;26:262-270. 
 
32) Bergen AW, Qi Y, Haque K, Welch RA, Garcia-Closas M, Chanock SJ, Vaught J, 
Castle PE. Effects of electron-beam irradiation on whole genome amplification. Cancer 
Epidemiol Biomarkers Prev 2005 Apr;14(4):1016-9. 
 
33) Bergen AW, Qi Y, Haque KA, Welch RA, Chanock SJ. Effects of DNA mass on 
multiple displacement whole genome amplification and genotyping performance. BMC 
Biotechnol 2005;5:24. 
 
34) Bergen AW, Yeager M, Welch RA, Haque K, Ganjei JK, Mazzanti C, Nardi I, van den 
Bree MBM, Bacanu S-A, Fichter M, Halmi K, Kaplan A, Strober M, Treasure J, Woodside B, 
Bulik CM, Devlin B, Berrettini W, Goldman D and Kaye WH. Association of multiple DRD2 
polymorphisms with anorexia nervosa. Neuropsychopharmacology 2005 Sep;30(9):1703-10. 
 
35) Bhatti P, Sigurdson AJ, Wang SS, Chen J, Rothman N, Hartge P, Bergen AW, Landi 
MT. Genetic variation and willingness to participate in epidemiologic research: data from three 
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studies. Cancer Epidemiol Biomarkers Prev 2005 Oct;14(10):2449-53. 
 
36) Bulik CM, Bacanu SA, Klump KA, Fichter MM, Halmi KA, Keel P, Kaplan AS, Mitchell 
JE, Rotondo A, Strober M, Treasure J, Woodside DB, Bergen AW, Berrrettini W, Devlin BD, 
Kaye WH. Selection of eating-disorders phenotypes for linkage analysis. Am J Med Genet B 
Neuropsychiatr Genet 2005 Nov 5;139B(1):81-87.  
 
37) Hughes A, Packer B, Welch R, Bergen AW, Chanock SJ, Yeager M. Effects of natural 
selection on inter-population divergence at polymorphic sites in human protein-coding loci. 
Genetics 2005 Jul;170(3):1181-7.  
 
38) Kerstann KF, Jacobs K, Yang R, Bergen AW, Goldin LR, Goldstein AM. Identification 
of susceptibility loci for complex diseases in a case-control association study using the 
GAW14 simulated dataset. BMC Genet 2005 Dec 30;6 Suppl 1:S102. 
 
39) Landi MT, Bergen AW, Baccarelli A, Patterson DG Jr, Grassman J, Ter-Minassian M, 
Mocarelli P, Caporaso N, Masten SA, Pesatori AC, Pittman GS, Bell DA. CYP1A1 and 
CYP1B1 genotypes, haplotypes, and TCDD-induced gene expression in subjects from 
Seveso, Italy. Toxicology 2005 Feb 14;207(2):191-202.  
 
40) Yang R, Beerman MB, Bergen AW, Parry DM, Sheridan E, Liebsch NJ, Kelley MJ, 
Chanock SJ, Goldstein AM. Corroboration of a familial chordoma locus on chromosome 7q 
and evidence of genetic heterogeneity using single nucleotide polymorphisms (SNPs). Int J 
Cancer 2005 Sep 1;116:487-491. 
 
41) Yang R, Jacobs K, Kerstann KF, Bergen AW, Goldstein AM, Goldin LR. Linkage 
analysis of GAW14 simulated dataset with microsatellite and SNP markers in large pedigrees. 
BMC Genet 2005 Dec 30;6 Suppl 1:S14. 
 
42) Sigurdson AJ, Ha M, Cosentino M, Franklin T, Haque KA, Qi Y, Glaser C, Reid Y, 
Vaught JB, Bergen AW. Long-term storage and recovery of buccal cell DNA from treated 
cards. Cancer Epidemiol Biomarkers Prev 2006 Feb;15(2):385-8. 
 
43) Sansbury LB, Bergen AW, Wanke KL, Yu B, Caporaso NE, Chatterjee N, Ratnasinghe 
L, Schatzkin A, Lehman TA, Kalidindi A, Modali R, Lanza E. Inflammatory cytokine gene 
polymorphisms, nonsteroidal anti-inflammatory drug use, and risk of adenoma polyp 
recurrence in the polyp prevention trial. Cancer Epidemiol Biomarkers Prev. 2006 
Mar;15(3):494-501. 
 
44) Morton LM, Wang SS, Bergen AW, Chatterjee N, Kvale P, Welch R, Yeager M, Hayes 
RB, Chanock SJ, Caporaso NE. DRD2 genetic variation in relation to smoking and obesity in 
the Prostate, Lung, Colorectal, and Ovarian Cancer Screening Trial. Pharmacogenet 
Genomics 2006 Dec;16(12):901-10. 
 
45) Moore LE, Bergen AW, Haque KA, Qi Y, Castle P, Chanock SJ, Egan K, Newcomb P, 
Titus-Ernstoff L, Alguacil J, Rothman N, Garcia-Closas M. Whole genome amplification of 
buccal cytobrush DNA collected for molecular epidemiology studies. Biomarkers. 2007 May-
Jun;12(3):303-12. 
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46) Wang SS, Morton LM, Bergen AW, Lan EZ, Chatterjee N, Kvale P, Hayes RB, 
Chanock SJ, Caporaso NE. Genetic variation in catechol-O-methyltransferase (COMT) and 
obesity in the Prostate, Lung, Colorectal, and Ovarian (PLCO) cancer screening trial. Hum 
Genet. 2007;122:41-49.  
 
47) Bergen AW, Baccarelli A, McDaniel TK, Kuhn K, Pfeiffer R, Kakol J, Bender P, Jacobs 
K, Packer B, Chanock SJ, Yeager M. cis sequence effects on gene expression. BMC 
Genomics 2007 Aug 29;8:296. 
 
48) Yang XR, Kerstann KF, Bergen AW, Goldstein AM, Goldin LR. Linkage analysis of 
anti-CCP levels as dichotomized and quantitative traits using GAW15 single-nucleotide 
polymorphism scan of NARAC families. BMC Proc. 2007;1 Suppl 1:S107. 
 
49) Fuemmeler BF, Agurs-Collins TD, McClernon FJ, Kollins SH, Kail ME, Bergen AW, 
Ashley-Koch AE. Genes implicated in serotonergic and dopamine functioning predict BMI 
categories. Obesity (Silver Spring). 2008 Feb;16(2):348-55. 
 
50) Augustson EM, Wanke KL, Rogers S, Bergen AW, Chatterjee N, Synder K, Albanes 
D, Taylor PR, Caporaso NE. Predictors of sustained smoking cessation: a prospective 
analysis of chronic smokers from the Alpha-Tocopherol Beta-Carotene Cancer Prevention 
Study. Am J Public Health. 2008 Mar;98(3):549-55.  
 
51) Landi MT, Dracheva T, Rotunno M, Figueroa JD, Liu H, Dasgupta A, Mann FE, 
Fukuoka J, Hames M, Bergen AW, Murphy SE, Yang P, Pesatori AC, Consonni D, Bertazzi 
PA, Wacholder S, Shih JH, Caporaso NE, Jen, J. Gene expression signature of cigarette 
smoking and its role in lung adenocarcinoma development and survival. PLoS ONE 2008 Feb 
20;3(2):e1651. doi: 10.1371/journal.pone.0001651. 
 
52) Murphy G, Sansbury LS, Bergen AW, Wang Z, Schatzkin A, Lehman T, Kalidindi A, 
Modali R, Lanza E.  Polynucleotide kinase 3' phosphatase variant, dietary variables and risk of 
adenoma recurrence in the Polyp Prevention Trial. Eur J Cancer Prev. 2008 Jun;17(3):287-90. 
doi: 10.1097/CEJ.0b013e3282b6fdb8. 
 
53) Landi MT, Consonni D, Rotunno M, Bergen AW, Goldstein AM, Lubin JH, Goldin L, 
Alavanja M, Morgan G, Subar AF, Linnoila I, Previdi F, Corno M, Rubagotti M, Marinelli B, 
Albetti B, Colombi A, Tucker M, Wacholder S, Pesatori AC, Caporaso NE, Bertazzi PA. 
Environment And Genetics in Lung cancer Etiology (EAGLE) study: an integrative population-
based case-control study of lung cancer. BMC Public Health 2008;8:203. doi: 10.1186/1471-
2458-8-203. 
 
54) He Y, Jiang R, Fu W, Bergen AW, Swan GE, Jin L. Correlation of population 
parameters leading to power differences in association studies with population stratification. 
Ann Hum Genet. 2008 Nov;72(Pt 6):801-11. doi: 10.1111/j.1469-1809.2008.00465.x. 
 
55) Conti DV, Lee W, Li D, Liu J, Van Den Berg D, Thomas PD, Bergen AW, Swan GE, 
Tyndale RF, Benowitz NL, Lerman C; for the Pharmacogenetics of Nicotine Addiction and 
Treatment Consortium. Nicotinic acetylcholine receptor beta2 subunit gene implicated in a 
systems-based candidate gene study of smoking cessation. Hum Mol Genet. 2008 Sep 
15;17(18):2834-48. doi: 10.1093/hmg/ddn181. 



May 2023 

12 
 

 
56) Perkins KA, Lerman C, Coddington S, Jetton C, Karelitz JL, Wilson A, Jennings JR, 
Ferrell R, Bergen AW, Benowitz NL. Gene and gene by sex associations with initial sensitivity 
to nicotine in nonsmokers. Behav Pharmacol. 2008 Sep;19(5-6):630-40. doi: 
10.1097/FBP.0b013e32830c3621. 
 
57) Perkins KA, Lerman C, Grottenthaler A, Ciccocioppo MM, Milanak M, Conklin CA, 
Bergen AW, Benowitz NL. Dopamine and opioid gene variants are associated with increased 
smoking reward and reinforcement owing to negative mood. Behav Pharmacol. 2008 
Sep;19(5-6):641-9. doi: 10.1097/FBP.0b013e32830c367c. 
 
58) He Y, Bergen AW, Hops H, Andrews JA, Tildesley E, Lessov-Schlaggar CN, Webster 
C, Benowitz N, Swan GE. Genome-wide linkage of cotinine pharmacokinetics suggests 
candidate regions on chromosomes 9 and 11. Am J Med Genet B Neuropsychiatr Genet. 2009 
Jun 5;150B(4):554-9. doi: 10.1002/ajmg.b.30859. 
 
59) Murphy G, Cross AJ, Sansbury LS, Bergen A, Laiyemo AO, Albert PS, Wang Z, Yu B, 
Lehman T, Kalidindi A, Modali R, Schatzkin A, Lanza E. Dopamine D(2) receptor 
polymorphisms and adenoma recurrence in the Polyp Prevention Trial. Int J Cancer. 
2009;124:2148-2151. 
 
60) Azzato EM, Morton LM, Bergen AW, Wang SS, Chatterjee N, Kvale P, Yeager M, 
Hayes RB, Chanock SJ, Caporaso NE. SLC6A3 and body mass index in the prostate, lung, 
colorectal and ovarian cancer screening trial. BMC Med Genet. 2009 Jan 30;10:9. doi: 
10.1186/1471-2350-10-9. 
 
61) Caporaso N, Gu F, Chatterjee N, Sheng-Chih J, Yu K, Yeager M, Chen C, Jacobs K, 
Wheeler W, Landi MT, Ziegler RG, Hunter DJ, Chanock S, Hankinson S, Kraft P, Bergen AW. 
Genome-wide and candidate gene association study of cigarette smoking behaviors. PLoS 
ONE. 2009;4(2):e4653. doi: 10.1371/journal.pone.0004653. 
 
62) Swan GE, Lessov-Schlaggar CN, Bergen AW, He Y, Tyndale RF, Benowitz NL. 
Genetic and environmental influences on the ratio of 3'hydroxycotinine to cotinine in plasma 
and urine. Pharmacogenet Genomics. 2009 May;19(5):388-98. doi: 
10.1097/FPC.0b013e32832a404f. 
 
63) Yu K, Li Q, Bergen AW, Pfeiffer RM, Rosenberg PS, Caporaso N, Kraft P, Chatterjee 
N. Pathway analysis by adaptive combination of P-values. Genet Epidemiol. 2009;33:700-709. 
doi: 10.1002/gepi.20422. 
 
64) Yu K, Wheeler W, Li Q, Bergen AW, Caporaso N, Chatterjee N, Chen J. A partially 
linear tree-based regression model for multivariate outcomes. Biometrics. 2009 Mar;66(1):89-
96. doi: 10.1111/j.1541-0420.2009.01235.x. 
 
65) Biggar RJ, Bergen AW, Poulsen GN. Impact of x chromosome genes in explaining the 
excess risk of cancer in males. Am J Epidemiol. 2009 Jul 1;170(1):65-71. doi: 
10.1093/aje/kwp083. 
 
66) Rotunno M, Yu K, Lubin JH, Consonni D, Pesatori AC, Goldstein AM, Goldin LR, 



May 2023 

13 
 

Wacholder S, Welch R, Burdette L, Chanock SJ, Bertazzi PA, Tucker MA, Caporaso NE, 
Chatterjee N, Bergen AW, Landi MT. Phase I metabolic genes and risk of lung cancer: 
multiple polymorphisms and mRNA expression. PLoS ONE. 2009;4:e5652. doi: 
10.1371/journal.pone.0005652. 
 
67) Bergen AW, Conti DV, Van Den Berg D, Lee W, Liu J, Li D, Guo N, Mi H, Thomas PD, 
Lessov-Schlaggar CN, Krasnow R, He Y, Nishita D, Jiang R, McClure JB, Tildesley E, Hops H, 
Tyndale RF, Benowitz NL, Lerman C, Swan GE. Dopamine genes and nicotine dependence in 
treatment-seeking and community smokers. Neuropsychopharmacology. 2009 
Sep;34(10):2252-64. doi: 10.1038/npp.2009.52. 
 
68) Thomas PD, Mi H, Swan GE, Lerman C, Benowitz N, Tyndale RF, Bergen AW, Conti 
DV; Pharmacogenetics of Nicotine Addiction and Treatment Consortium. A systems biology 
network model for genetic association studies of nicotine addiction and treatment. 
Pharmacogenet Genomics. 2009 Jul;19(7):538-51. doi: 10.1097/FPC.0b013e32832e2ced. 
 
69) Landi MT, Chatterjee N, Yu K, Goldin LR, Goldstein AM, Rotunno M, Mirabello L, 
Jacobs K, Wheeler W, Yeager M, Bergen AW, Li Q, Consonni D, Pesatori AC, Wacholder S, 
Thun M, Diver R, Oken M, Virtamo J, Albanes D, Wang Z, Burdette L, Doheny KF, Pugh EW, 
Laurie C, Brennan P, Hung R, Gaborieau V, McKay JD, Lathrop M, McLaughlin J, Wang Y, 
Tsao MS, Spitz MR, Wang Y, Krokan H, Vatten L, Skorpen F, Arnesen E, Benhamou S, 
Bouchard C, Metsapalu A, Vooder T, Nelis M, Välk K, Field JK, Chen C, Goodman G, Sulem 
P, Thorleifsson G, Rafnar T, Eisen T, Sauter W, Rosenberger A, Bickeböller H, Risch A, 
Chang-Claude J, Wichmann HE, Stefansson K, Houlston R, Amos CI, Fraumeni JF Jr, Savage 
SA, Bertazzi PA, Tucker MA, Chanock S, Caporaso NE. A genome-wide association study of 
lung cancer identifies a region of chromosome 5p15 associated with risk for adenocarcinoma. 
Am J Hum Genet. 2009 Nov;85(5):679-91. doi: 10.1016/j.ajhg.2009.09.012. Erratum in: Am J 
Hum Genet. 2011 Jun 10;88(6):861. Metsapalu, Andres [corrected to Metspalu, Andres]. 
 
70) Nishita DM, Jack LM, McElroy M, McClure JB, Richards J, Swan GE, Bergen AW. 
Clinical trial participant characteristics and saliva and DNA metrics. BMC Med Res Methodol. 
2009;9:71. doi: 10.1186/1471-2288-9-71. 
 
71) Swan GE, Lessov-Schlaggar CN, Bierut LJ, Shields AE, Bergen AW, Vanyukov M. 
Status of genetic studies of nicotine dependence. In Swan, G.E. (editor), Phenotypes and 
Endophenotypes: Foundations for Genetic Studies of Nicotine Use and Dependence. National 
Cancer Institute Tobacco Control Monograph 20, 2009. 
 
72) Bagnardi V, Randi G, Lubin J, Consonni D, Lam TK, Subar AF, Goldstein AM, 
Wacholder S, Bergen AW, Tucker MA, Decarli A, Caporaso NE, Bertazzi PA, Landi MT. 
Alcohol consumption and lung cancer risk in the Environment and Genetics in Lung Cancer 
Etiology (EAGLE) study. Am J Epidemiol. 2010 Jan 1;171(1):36-44. doi: 10.1093/aje/kwp332. 
 
73) Hardin J, He Y, Javitz HS, Wessel J, Krasnow RE, Tildesley E, Hops H, Swan GE, 
Bergen AW. Nicotine withdrawal sensitivity, linkage to chr6q26, and association of OPRM1 
SNPs in the SMOking in FAMilies (SMOFAM) sample. Cancer Epidemiol Biomarkers Prev. 
2009 Dec;18(12):3399-406. doi: 10.1158/1055-9965.EPI-09-0960. 
 
74) Landi MT, Zhao Y, Rotunno M, Koshiol J, Liu H, Bergen AW, Rubagotti M, Goldstein 



May 2023 

14 
 

AM, Linnoila I, Marincola FM, Tucker MA, Bertazzi PA, Pesatori AC, Caporaso NE, McShane 
LM, Wang E. MicroRNA expression differentiates histology and predicts survival of lung 
cancer. Clin Cancer Res. 2010 Jan 15;16(2):430-41. doi: 10.1158/1078-0432.CCR-09-1736. 
 
75) Pinheiro AP, Bulik CM, Thornton LM, Sullivan PF, Root TL, Bloss CS, Berrettini WH, 
Schork NJ, Kaye WH, Bergen AW, Magistretti P, Brandt H, Crawford S, Crow S, Fichter MM, 
Goldman D, Halmi KA, Johnson C, Kaplan AS, Keel PK, Klump KL, La Via M, Mitchell JE, 
Strober M, Rotondo A, Treasure J, Woodside DB. Association study of 182 candidate genes in 
anorexia nervosa. Am J Med Genet B Neuropsychiatr Genet. 2010 Jul;153B(5):1070-80. doi: 
10.1002/ajmg.b.31082. 
 
76) Katki HA, Sanders CL, Graubard BI, Bergen AW. Using DNA fingerprints to infer 
familial relationships within NHANES III households. J Am Stat Assoc. 2010 Jun 
1;105(490):552-563. 
 
77) Wessel J, McDonald SM, Hinds DA, Stokowski RP, Javitz HS, Kennemer M, Krasnow 
R, Dirks W, Hardin J, Pitts SJ, Michel M, Jack L, Ballinger DG, McClure JB, Swan GE, Bergen 
AW. Resequencing of nicotinic acetylcholine receptor genes and association of common and 
rare variants with the Fagerström Test for Nicotine Dependence. Neuropsychopharmacology. 
2010 Nov;35(12):2392-402. doi: 10.1038/npp.2010.120. 
 
78) Wang K, Zhang H, Bloss CS, Duvvuri V, Kaye W, Schork NJ, Berrettini W, Hakonarson 
H; Price Foundation Collaborative Group. A genome-wide association study on common 
SNPs and rare CNVs in anorexia nervosa. Mol Psychiatry. 2011 Sep;16(9):949-59. doi: 
10.1038/mp.2010.107. 
 
79) Rotunno M, Zhao Y, Bergen AW, Koshiol J, Burdette L, Rubagotti M, Linnoila RI, 
Marincola FM, Bertazzi PA, Pesatori AC, Caporaso NE, McShane LM, Wang E, Landi MT. 
Inherited polymorphisms in the RNA-mediated interference machinery affect microRNA 
expression and lung cancer survival. Br J Cancer. 2010 Dec 7;103(12):1870-4. doi: 
10.1038/sj.bjc.6605976. 
 
80) Falcone M, Jepson C, Benowitz N, Bergen AW, Pinto A, Wileyto EP, Baldwin D, 
Tyndale RF, Lerman C, Ray R. Association of the nicotine metabolite ratio and 
CHRNA5/CHRNA3 polymorphisms with smoking rate among treatment-seeking smokers. 
Nicotine Tob Res. 2011 Jun;13(6):498-503. doi: 10.1093/ntr/ntr012. 
 
81) Li D, London SJ, Liu J, Lee W, Jiang X, Van Den Berg D, Bergen AW, Nishita D, 
Waleh N, Swan GE, Gallaher P, Chou CP, Shih JC, Unger JB, Gauderman WJ, Gilliland F, 
Johnson CA, Conti DV. Association of the calcyon neuron-specific vesicular protein gene 
(CALY) with adolescent smoking initiation in China and California. Am J Epidemiol. 2011 May 
1;173(9):1039-48. doi: 10.1093/aje/kwq471. 
 
82) Hamidovic A, Kasberger J, Young TR, Goodloe RJ, Redline S, Buxbaum SG, Benowitz 
NL, Bergen AW, Butler KR Jr, Franceschini N, Gharib SA, Hiitsman B, Levy D, Meng Y, 
Papanicolaou GJ, Preiss SR, Spring BJ, Styn MA, Tong EK, White W, Wiggins KL, Jorgenson 
E. Genetic variability of smoking persistence in African Americans. Cancer Prev Res (Phila). 
2011 May;4(5):729-34. doi: 10.1158/1940-6207.CAPR-10-0362. 
 



May 2023 

15 
 

83) Jonassaint CR, Szatkiewicz JP, Bulik CM, Thornton LM, Bloss C, Berrettini WH, Kaye 
WH, Bergen AW, Magistretti P, Strober M, Keel PK, Brandt H, Crawford S, CrowS, Fichter 
MM, Goldman D, Halmi KA, Johnson C, Kaplan AS, Klump KL, La Via M, Mitchell JE, Rotondo 
A, Treasure J, Woodside DB. Absence of association between specific common variants of the 
obesity-related FTO gene and psychological and behavioral eating disorder phenotypes. Am J 
Med Genet B Neuropsychiatr Genet. 2011 Jun;156B(4):454-61. doi: 10.1002/ajmg.b.31182. 
 
84) Swan GE, Javitz HS, Jack LM, Wessel J, Michel M, Hinds DA, Stokowksi RP, McClure 
JB, Catz SL, Richards J, Zbikowski SM, Deprey M, McAfee T, Conti DV, Bergen AW. 
Varenicline for smoking cessation: nausea severity and variation in nicotinic receptor genes. 
Pharmacogenomics J. 2012 Aug;12(4):349-58. doi: 10.1038/tpj.2011.19. 
 
85) Koshiol J, Gulley ML, Zhao Y, Rubagotti M, Marincola FM, Rotunno M, Tang W, 
Bergen AW, Bertazzi PA, Roy D, Pesatori AC, Linnoila I, Dittmer D, Goldstein AM, Caporaso 
NE, McShane LM, Wang E, Landi MT. Epstein-Barr virus microRNAs and lung cancer. Br J 
Cancer. 2011 Jul 12;105(2):320-6. doi: 10.1038/bjc.2011.221. 
 
86) Rotunno M, Hu N, Su H, Wang C, Goldstein AM, Bergen AW, Consonni D, Pesatori 
AC, Bertazzi PA, Wacholder S, Shih JH, Caporaso NE, Taylor PR, Landi MT. A gene 
expression signature from peripheral whole blood for stage I lung adenocarcinoma. Cancer 
Prev Res (Phila). 2011 Oct;36(11):2222-32. doi: 10.1158/1940-6207.CAPR-10-0170. 
 
87) Bloss CS, Berrettini W, Bergen AW, Magistretti P, Duvvuri V, Strober M, Brandt H, 
Crawford S, Crow S, Fichter MM, Halmi KA, Johnson C, Kaplan AS, Keel P, Klump KL, 
Mitchell J, Treasure J, Woodside DB, Marzola E, Schork NJ, Kaye WH. Genetic association of 
recovery from eating disorders: the role of GABA receptor SNPs. Neuropsychopharmacology. 
Oct;36(11):2222-32. doi: 10.1038/npp.2011.108. 
 
88) Root TL, Szatkiewicz JP, Jonassaint CR, Thornton LM, Pinheiro AP, Strober M, Bloss 
C, Berrettini W, Schork NJ, Kaye WH, Bergen AW, Magistretti P, Brandt H, Crawford S, Crow 
S, Fichter MM, Goldman D, Halmi KA, Johnson C, Kaplan AS, Keel PK, Klump KL, La Via M, 
Mitchell JE, Rotondo A, Treasure J, Woodside DB, Bulik CM. Association of candidate genes 
with phenotypic traits relevant to anorexia nervosa. Eur Eat Disord Rev. 2011 Nov;19(6):487-
93. doi: 10.1002/erv.1138. 
 
89) Lee W, Bergen AW, Swan GE, Li D, Liu J, Thomas P, Tyndale RF, Benowitz NL, 
Lerman C, Conti DV. Gender-stratified gene and gene-treatment interactions in smoking 
cessation. Pharmacogenomics J. 2012 Dec;12(6):521-32. doi: 10.1038/tpj.2011.30. 
 
90) Hamidovic A, Goodloe RJ, Bergen AW, Benowitz NL, Styn MA, Kasberger JL, 
Choquet H, Young TR, Meng Y, Palmer C, Pletcher M, Kertesz S, Hitsman B, Spring B, 
Jorgenson E. Gene-centric analysis of serum cotinine levels in African and European 
American populations. Neuropsychopharmacology. 2012 Mar;37(4):968-74. doi: 
10.1038/npp.2011.280. 
 
91) Bergen AW, Mallick A, Nishita D, Wei X, Michel M, Wacholder A, David SP, Swan GE, 
Reid MW, Simons A, Andrews JA. Chronic psychosocial stressors and salivary biomarkers in 



May 2023 

16 
 

emerging adults. Psychoneuroendocrinology. 2012 Aug;37(8):1158-70. doi: 
10.1016/j.psyneuen.2011.11.010. 
 
92) Lee W, Ray R, Bergen AW, Swan GE, Thomas P, Tyndale RF, Benowitz NL, Lerman 
C, Conti DV. DRD1 associations with smoking abstinence across slow and normal nicotine 
metabolizers. Pharmacogenet Genomics. 2012 Jul;22(7):551-554. doi: 
10.1097/FPC.0b013e3283539062. 
 
93) David SP, Hamidovic A, Chen GK, Bergen AW, Wessel J, Kasberger JL, Brown WM, 
Petruzella S, Thacker EL, Kim Y, Nalls MA, Tranah GJ, Sung YJ, Ambrosone CB, Arnett D, 
Bandera EV, Becker DM, Becker L, Berndt SI, Bernstein L, Blot WJ, Broeckel U, Buxbaum 
SG, Caporaso N, Casey G, Chanock SJ, Deming SL, Diver WR, Eaton CB, Evans DS, Evans 
MK, Fornage M, Franceschini N, Harris TB, Henderson BE, Hernandez DG, Hitsman B, Hu JJ, 
Hunt SC, Ingles SA, John EM, Kittles R, Kolb S, Kolonel LN, Le Marchand L, Liu Y, Lohman 
KK, McKnight B, Millikan RC, Murphy A, Neslund-Dudas C, Nyante S, Press M, Psaty BM, 
Rao DC, Redline S, Rodriguez-Gil JL, Rybicki BA, Signorello LB, Singleton AB, Smoller J, 
Snively B, Spring B, Stanford JL, Strom SS, Swan GE, Taylor KD, Thun MJ, Wilson AF, Witte 
JS, Yamamura Y, Yanek LR, Yu K, Zheng W, Ziegler RG, Zonderman AB, Jorgenson E, 
Haiman CA, Furberg H. Genome-wide meta-analyses of smoking behaviors in African 
Americans. Transl Psychiatry. 2012 May 22;2:e119. doi: 10.1038/tp.2012.41. 
 
94) Hartz SM, Short SE, Saccone NL, Culverhouse R, Chen L, Schwantes-An TH, Coon H, 
Han Y, Stephens SH, Sun J, Chen X, Ducci F, Dueker N, Franceschini N, Frank J, Geller F, 
Gubjartsson D, Hansel NN, Jiang C, Keskitalo-Vuokko K, Liu Z, Lyytikäinen LP, Michel M, 
Rawal R, Rosenberger A, Scheet P, Shaffer JR, Teumer A, Thompson JR, Vink JM, 
Vogelzangs N, Wenzlaff AS, Wheeler W, Xiao X, Yang BZ, Aggen SH, Balmforth AJ, 
Baumeister SE, Beaty T, Bennett S, Bergen AW, Boyd HA, Broms U, Campbell H, Chatterjee 
N, Chen J, Cheng YC, Cichon S, Couper D, Cucca F, Dick DM, Foroud T, Furberg H, Giegling 
I, Gu F, Hall AS, Hällfors J, Han S, Hartmann AM, Hayward C, Heikkilä K, Hewitt JK, Hottenga 
JJ, Jensen MK, Jousilahti P, Kaakinen M, Kittner SJ, Konte B, Korhonen T, Landi MT, 
Laatikainen T, Leppert M, Levy SM, Mathias RA, McNeil DW, Medland SE, Montgomery GW, 
Muley T, Murray T, Nauck M, North K, Pergadia M, Polasek O, Ramos EM, Ripatti S, Risch A, 
Ruczinski I, Rudan I, Salomaa V, Schlessinger D, Styrkársdóttir U, Terracciano A, Uda M, 
Willemsen G, Wu X, Abecasis G, Barnes K, Bickeböller H, Boerwinkle E, Boomsma DI, 
Caporaso N, Duan J, Edenberg HJ, Francks C, Gejman PV, Gelernter J, Grabe HJ, Hops H, 
Jarvelin MR, Viikari J, Kähönen M, Kendler KS, Lehtimäki T, Levinson DF, Marazita ML, 
Marchini J, Melbye M, Mitchell BD, Murray JC, Nöthen MM, Penninx BW, Raitakari O, 
Rietschel M, Rujescu D, Samani NJ, Sanders AR, Schwartz AG, Shete S, Shi J, Spitz M, 
Stefansson K, Swan GE, Thorgeirsson T, Völzke H, Wei Q, Wichmann HE, Amos CI, Breslau 
N, Cannon DS, Ehringer M, Grucza R, Hatsukami D, Heath A, Johnson EO, Kaprio J, Madden 
P, Martin NG, Stevens VL, Stitzel JA, Weiss RB, Kraft P, Bierut LJ. Increased genetic 
vulnerability to smoking at CHRNA5 in early-onset smokers. Arch Gen Psychiatry. 2012 Aug 
1;69(8):854-60. doi: 10.1001/archgenpsychiatry.2012.124. 
 
95) Capo-Ramos DE, Gao Y, Lubin JH, Check DP, Goldin LR, Pesatori AC, Consonni D, 
Bertazzi PA, Saxon AJ, Bergen AW, Caporaso NE, Landi MT. Mood Disorders and Risk of 
Lung Cancer in the EAGLE Case-Control Study and in the U.S. Veterans Affairs Inpatient 
Cohort. PLoS One. 2012;7(8):e42945. doi: 10.1371/journal.pone.0042945. 
 



May 2023 

17 
 

96) McClure JB, Swan GE, St John J, Fauver R, Javitz HS, Bergen AW, Nishita D, Niaura 
R, Munafò MR, David SP. Pharmacogenetic smoking cessation intervention in a health care 
setting: a pilot feasibility study. Nicotine Tob Res. 2013 Feb;15(2):518-26. doi: 
10.1093/ntr/nts173. 
 
97) Krasnow RE, Jack LM, Lessov-Schlaggar CN, Bergen AW, Swan GE. The Twin 
Research Registry at SRI International. Twin Res Hum Genet. 2013 Feb;16(1):463-70. doi: 
10.1017/thg.2012.81. 
 
98) Bergen AW, Javitz HS, Su L, He Y, Conti DV, Benowitz NL, Tyndale RF, Lerman C, 
Swan GE. The DRD4 exon III VNTR, bupropion, and associations with prospective 
abstinence. Nicotine Tob Res, 2013 Jul;15(7):1190-200. doi: 10.1093/ntr/nts245.  
 
99) Bergen AW, Wessel J, Kaye WH. Chapter 20: The genetics of anorexia and bulimia 
nervosa. In Nurnberger, JI, Jr. and Berrettini, W. (Eds), Principles of Psychiatric Genetics, 
2012. Cambridge, UK: Cambridge University Press. 
 
100) Bergen AW, Javitz HS, Krasnow R, Nishita D, Michel M, Conti DV, Liu J, Lee W, 
Edlund CK, Hall S, Kwok PY, Benowitz NL, Baker TB, Tyndale RF, Lerman C, Swan GE. 
Nicotinic acetylcholine receptor variation and response to smoking cessation therapies. 
Pharmacogenet Genomics. 2013 Feb;23(2):94-103. doi: 10.1097/FPC.0b013e32835cdabd. 
 
101) De Matteis S, Consonni D, Pesatori AC, Bergen AW, Bertazzi PA, Caporaso NE, 
Lubin JH, Wacholder S, Landi MT. Are women who smoke at higher risk for lung cancer than 
men who smoke? Am J Epidemiol. 2013 Apr 1;177(7):601-12. doi: 10.1093/aje/kws445. 
 
102) Xie B, Li D, London SJ, Palmer PH, Johnshon CA, Li Y, Shih J, Bergen AW, Nishita D, 
Swan GE, Ahn R, Conti DV. Gender difference in interactions between MAOA promoter 
uVNTR polymorphism and negative familial stressors on body mass index among Chinese 
adolescents. Pediatr Obes. 2014 Oct;9(5):e80-90. doi: 10.1111/j.2047-6310.2013.00181.x.  
 
103) David SP, Strong DR, Leventhal AM, Lancaster MA, McGeary JE, Munafò MR, Bergen 
AW, Swan GE, Benowitz NL, Tyndale RF, Conti DV, Brown RA, Lerman C, Niaura R. 
Influence of a dopamine pathway additive genetic efficacy score on smoking cessation: results 
from two randomized clinical trials of bupropion. Addiction. 2013 Dec; 108(12):2202-11. doi: 
10.1111/add.12325. 
 
104) Stephens SH, Hartz SM, Hoft NR, Saccone NL, Corley RC, Hewitt JK, Hopfer CJ, 
Breslau N, Coon H, Chen X, Ducci F, Dueker N, Franceschini N, Frank J, Han Y, Hansel NN, 
Jiang C, Korhonen T, Lind PA, Liu J, Lyytikäinen LP, Michel M, Shaffer JR, Short SE, Sun J, 
Teumer A, Thompson JR, Vogelzangs N, Vink JM, Wenzlaff A, Wheeler W, Yang BZ, Aggen 
SH, Balmforth AJ, Baumeister SE, Beaty TH, Benjamin DJ, Bergen AW, Broms U, Cesarini D, 
Chatterjee N, Chen J, Cheng YC, Cichon S, Couper D, Cucca F, Dick D, Foroud T, Furberg H, 
Giegling I, Gillespie NA, Gu F, Hall AS, Hällfors J, Han S, Hartmann AM, Heikkilä K, Hickie IB, 
Hottenga JJ, Jousilahti P, Kaakinen M, Kähönen M, Koellinger PD, Kittner S, Konte B, Landi 
MT, Laatikainen T, Leppert M, Levy SM, Mathias RA, McNeil DW, Medland SE, Montgomery 
GW, Murray T, Nauck M, North KE, Paré PD, Pergadia M, Ruczinski I, Salomaa V, Viikari J, 
Willemsen G, Barnes KC, Boerwinkle E, Boomsma DI, Caporaso N, Edenberg HJ, Francks C, 
Gelernter J, Grabe HJ, Hops H, Jarvelin MR, Johannesson M, Kendler KS, Lehtimäki T, 



May 2023 

18 
 

Magnusson PK, Marazita ML, Marchini J, Mitchell BD, Nöthen MM, Penninx BW, Raitakari O, 
Rietschel M, Rujescu D, Samani NJ, Schwartz AG, Shete S, Spitz M, Swan GE, Völzke H, 
Veijola J, Wei Q, Amos C, Cannon DS, Grucza R, Hatsukami D, Heath A, Johnson EO, Kaprio 
J, Madden P, Martin NG, Stevens VL, Weiss RB, Kraft P, Bierut LJ, Ehringer MA. Distinct loci 
in the CHRNA5/CHRNA3/CHRNB4 gene cluster are associated with onset of regular smoking. 
Genet Epidemiol. 2013 Dec;37(8):846-59. doi: 10.1002/gepi.21760. 
 
105) Kovalchik SA, De Matteis S, Landi MT, Caporaso NE, Varadhan R, Consonni D, 
Bergen AW, Katki HA, Wacholder S. A regression model for risk difference estimation in 
population-based case-control studies clarifies gender differences in lung cancer risk of 
smokers and never smokers. BMC Med Res Methodol. 2013 Nov 19;13:143. doi: 
10.1186/1471-2288-13-143. 
 
106) Shi J, Marconett CN, Duan J, Hyland PL, Li P, Wang Z, Wheeler W, Zhou B, Campan 
M, Lee DS, Huang J, Zhou W, Triche T, Amundadottir L, Warner A, Hutchinson A, Chen PH, 
Chung BS, Pesatori AC, Consonni D, Bertazzi PA, Bergen AW, Freedman M, Siegmund KD, 
Berman BP, Borok Z, Chatterjee N, Tucker MA, Caporaso NE, Chanock SJ, Laird-Offringa IA, 
Landi MT. Characterizing the genetic basis of methylome diversity in histologically normal 
human lung tissue. 2014 Feb 27;5:3365. doi: 10.1038/ncomms4365. 
 
107) Salas PD, Moore S, Baker M, Bergen AW, Cox S, Dyer R, Fulford A, Guan Y, Laritsky 
E, Silver M, Swan G, Zeisel S, Innis S, Waterland R, Prentice A, and Hennig B. Maternal 
nutrition at conception modulates DNA methylation of human metastable epialleles. Nat 
Commun. 2014 Apr 29;5:3746. doi: 10.1038/ncomms4746. 
 
108) Leventhal AM, Lee W, Bergen AW, Swan GE, Tyndale RF, Lerman C, Conti DV. 
Nicotine dependence as a moderator of genetic influences on smoking cessation treatment 
outcome. Drug Alcohol Depend. 2014 May 1;138:109-17. doi: 
10.1016/j.drugalcdep.2014.02.016. 
 
109) Scott-Van Zeeland AA, Bloss CS, Tewhey R, Bansal V, Torkamani A, Libiger O, 
Duvvuri V, Wineinger N, Galvez L, Darst BF, Smith EN, Carson A, Pham P, Phillips T, 
Villarasa N, Tisch R, Zhang G, Levy S, Murray S, Chen W, Srinivasan S, Berenson G, Brandt 
H, Crawford S, Crow S, Fichter MM, Halmi KA, Johnson C, Kaplan AS, La Via M, Mitchell JE, 
Strober M, Rotondo A, Treasure J, Woodside DB, Bulik CM, Keel P, Klump KL, Lilenfeld L, 
Plotnicov K, Topol EJ, Shih PB, Magistretti P, Bergen AW, Berrettini W, Kaye W, Schork NJ. 
Evidence for the role of EPHX2 gene variants in anorexia nervosa. Mol Psychiatry. 2014 
Jun;19(6):724-32. doi: 10.1038/mp.2013.91. 
 
110) Yilmaz Z, Kaplan AS, Tiwari AK, Levitan RD, Piran S, Bergen AW, Kaye WH, 
Hakonarson H, Wang K, Berrettini WH, Brandt HA, Bulik CM, Crawford S, Crow S, Fichter 
MM, Halmi KA, Johnson CL, Keel PK, Klump KL, Magistretti P, Mitchell JE, Strober M, 
Thornton LM, Treasure J, Woodside DB, Knight J, Kennedy JL. The role of leptin, 
melanocortin, and neurotrophin system genes on body weight in anorexia nervosa and bulimia 
nervosa. J Psychiatr Res. 2014 Aug;55:77-86. doi: 10.1016/j.jpsychires.2014.04.005. 
 
111) Gu F, Wacholder S, Kovalchik S, Panagiotou OA, Reyes-Guzman C, Freedman ND, 
De Matteis S, Consonni D, Bertazzi PA, Bergen AW, Landi MT, Caporaso NE. Time to smoke 



May 2023 

19 
 

first morning cigarette and lung cancer in a case-control study. J Natl Cancer Inst. 2014 Jun 
19;106(6):dju118. doi: 10.1093/jnci/dju118.  
 
112) Clarke TK, Crist RC, Doyle GA, Weiss AR, Brandt H, Crawford S, Crow S, Fichter MM, 
Halmi KA, Johnson C, Kaplan AS, La Via M, Mitchell JE, Strober M, Rotondo A, Treasure J, 
Woodside DB, Keel P, Klump KL, Lilenfeld L, Plotnicov K, Magistretti PJ, Bergen AW, Kaye 
WH, Schork NJ, Berrettini WH. Characterization of genetic variation in the VGLL4 gene in 
anorexia nervosa. Psychiatr Genet. 2014 Aug;24(4):183-4. doi: 
10.1097/YPG.0000000000000040. 
 
113) Bergen AW, Javitz HS, Krasnow R, Michel M, Nishita D, Conti DV, Edlund CK, Kwok 
PY, McClure JB, Kim RB, Hall S, Tyndale RF, Baker TB, Benowitz NL, Swan GE. Organic 
cation transporter variation and response to smoking cessation therapies. Nicotine Tob Res. 
2014 Dec;16(12):1638-46. doi: 10.1093/ntr/ntu161. 
 
114) Lerman C, Schnoll RA, Hawk LW, Cinciripinni P, George TP, Wileyto EP, Swan GE, 
Benowitz NL, Heitjan DF, Tyndale RF; PGRN-PNAT Research Group. Use of the nicotine 
metabolite ratio as a genetically informed biomarker of response to nicotine patch or 
varenicline for smoking cessation: a randomised, double-blind placebo-controlled trial. Lancet 
Respir Med. 2015 Feb;3(2):131-8. doi: 10.1016/S2213-2600(14)70294-2.  
 
115) Leung T, Bergen AW, Munafò MR, De Ruyck K, Selby P, Tyndale R, De Luca V. 
Effect of the rs1051730-rs16969968 Variant and Smoking Cessation Treatment: a Meta-
analysis. Pharmacogenomics. 2015 May;16(7):713-20. doi: 10.2217/pgs.15.34. 
 
116) Mamoun M, Bergen AW, Shieh J, Wiggins A, Brody AL. Biomarkers of Response to 
Smoking Cessation Pharmacotherapies: Progress to Date. CNS Drugs. 2015 May;29(5):359-
69. doi: 10.1007/s40263-015-0243-1. 
 
117) Tyndale RF, Zhu AZ, George TP, Cinciripini P, Hawk LW Jr, Schnoll RA, Swan GE, 
Benowitz NL, Heitjan DF, Lerman C, PGRN-PNAT Research Group. Lack of Associations of 
CHRNA5-A3-B4 Genetic Variants with Smoking Cessation Treatment Outcomes in Caucasian 
Smokers despite Associations with Baseline Smoking. PLoS One. 2015 May 
26;10(5):e0128109. doi: 10.1371/journal.pone.0128109. 
 
118) Bergen AW, Michel M, Nishita D, Krasnow R, Javitz HS, Conneely KN, Lessov-
Schlaggar CN, Hops H, Zhu AZ, Baurley JW, McClure JB, Hall SM, Baker TB, Conti DV, 
Benowitz NL, Lerman C, Tyndale RF, Swan GE; Transdisciplinary Research in Cancer of the 
Lung Research Team. Drug Metabolizing Enzyme and Transporter Gene Variation, Nicotine 
Metabolism, Prospective Abstinence, and Cigarette Consumption. PLoS One. 2015 Jul 
1;10(7):e0126113. doi: 10.1371/journal.pone.0126113. 
 
119) David SP, Bergen AW, Munafò MR, Schuit E, Bennett DA, Panagiotou OA. Genomic 
analysis to guide choice of treatment for smoking cessation. Cochrane Database of 
Systematic Reviews 3 August 2015, Issue 8. Art. No.: CD011823. DOI: 
10.1002/14651858.CD011823 
 



May 2023 

20 
 

120) Bergen AW, Krasnow R, Javitz HS, Swan GE, Li MD, Baurley JW, Chen X, Murrelle L, 
Zedler B. Total Exposure Study Analysis consortium. BMC Public Health. 2015 Sep 7; 15:866. 
doi: 10.1186/s12889-015-2212-5.  
 
121) David SP, Wang A, Kapphahn K, Hedlin H, Desai M, Henderson M, Yang L, Walsh 
KM, Schwartz AG, Wiencke JK, Spitz MR, Wenzlaff AS, Wrensch MR, Eaton CB, Furberg H, 
Mark Brown W, Goldstein BA, Assimes T, Tang H, Kooperberg CL, Quesenberry CP, Tindle 
H, Patel MI, Amos CI, Bergen AW, Swan GE, Stefanick ML. Gene by Environment 
Investigation of Incident Lung Cancer Risk in African-Americans. EBioMedicine. 2016 Jan 
11;4:153-61. doi: 10.1016/j.ebiom.2016.01.002. 
 
122) Guo Y, Wei Z, Keating BJ; Genetic Consortium for Anorexia Nervosa; Wellcome Trust 
Case Control Consortium; Price Foundation Collaborative Group, Hakonarson H. Machine 
learning derived risk prediction of anorexia nervosa. BMC Med Genomics. 2016 Jan 20;9:4. 
doi: 10.1186/s12920-016-0165-x. 
 
123) Baurley JW, Edlund CK, Pardamean CI, Conti DV, Bergen AW. Smokescreen: a 
targeted genotyping array for addiction research. BMC Genomics. 2016 Feb 27;17(1):145. doi: 
10.1186/s12864-016-2495-7. 
 
124) Schwantes-An TH, Zhang J, Chen LS, Hartz SM, Culverhouse RC, Chen X, Coon H, 
Frank J, Kamens HM, Konte B, Kovanen L, Latvala A, Legrand LN, Maher BS, Melroy WE, 
Nelson EC, Reid MW, Robinson JD, Shen PH, Yang BZ, Andrews JA, Aveyard P, Beltcheva 
O, Brown SA, Cannon DS, Cichon S, Corley RP, Dahmen N, Degenhardt L, Foroud T, Gaebel 
W, Giegling I, Glatt SJ, Grucza RA, Hardin J, Hartmann AM, Heath AC, Herms S, Hodgkinson 
CA, Hoffmann P, Hops H, Huizinga D, Ising M, Johnson EO, Johnstone E, Kaneva RP, 
Kendler KS, Kiefer F, Kranzler HR, Krauter KS, Levran O, Lucae S, Lynskey MT, Maier W, 
Mann K, Martin NG, Mattheisen M, Montgomery GW, Müller-Myhsok B, Murphy MF, Neale 
MC, Nikolov MA, Nishita D, Nöthen MM, Nurnberger J, Partonen T, Pergadia ML, Reynolds M, 
Ridinger M, Rose RJ, Rouvinen-Lagerström N, Scherbaum N, Schmäl C, Soyka M, Stallings 
MC, Steffens M, Treutlein J, Tsuang M, Wall TL, Wodarz N, Yuferov V, Zill P, Bergen AW, 
Chen J, Cinciripini PM, Edenberg HJ, Ehringer MA, Ferrell RE, Gelernter J, Goldman D, Hewitt 
JK, Hopfer CJ, Iacono WG, Kaprio J, Kreek MJ, Kremensky IM, Madden PA, McGue M, 
Munafò MR, Philibert RA, Rietschel M, Roy A, Rujescu D, Saarikoski ST, Swan GE, Todorov 
AA, Vanyukov MM, Weiss RB, Bierut LJ, Saccone NL. Association of the OPRM1 Variant 
rs1799971 (A118G) with Non-Specific Liability to Substance Dependence in a Collaborative de 
novo Meta-Analysis of European-Ancestry Cohorts. Behav Genet. 2016 Mar;46(2):151-69. doi: 
10.1007/s10519-015-9737-3. 
 
125) Shih PB, Yang J, Morisseau C, German JB, Zeeland AA, Armando AM, Quehenberger 
O, Bergen AW, Magistretti P, Berrettini W, Halmi KA, Schork N, Hammock BD and Kaye W. 
Dysregulation of soluble epoxide hydrolase and lipidomic profiles in anorexia nervosa. Mol 
Psychiatry. 2016 Apr;21(4):537-46. doi: 10.1038/mp.2015.26. 
 
126) Baurley JW, Edlund CK, Pardamean CI, Conti DV, Krasnow R, Javitz HS, Hops H, 
Swan GE, Benowitz NL, Bergen AW. Genome-wide association of the laboratory-based 
nicotine metabolite ratio in three ancestries. Nicotine Tob Res. 2016; doi: 10.1093/ntr/ntw117. 
 



May 2023 

21 
 

127) Hinney A, Kesselmeier M, Jall S, Volckmar AL, Föcker M, Antel J; GCAN; WTCCC3, 
Heid IM, Winkler TW; GIANT, Grant SF; EGG, Guo Y, Bergen AW, Kaye W, Berrettini W, 
Hakonarson H; Price Foundation Collaborative Group; Children’s Hospital of 
Philadelphia/Price Foundation, Herpertz-Dahlmann B, de Zwaan M, Herzog W, Ehrlich S, 
Zipfel S, Egberts KM, Adan R, Brandys M, van Elburg A, Boraska Perica V, Franklin CS, 
Tschöp MH, Zeggini E, Bulik CM, Collier D, Scherag A, Müller TD, Hebebrand J. Evidence for 
three genetic loci involved in both anorexia nervosa risk and variation of body mass index. Mol 
Psychiatry. 2016 May. doi: 10.1038/mp.2016.71. 
 
128) Maziarz M, Kinyera T, Otim I, Kagwa P, Nabalende H, Legason ID, Ogwang MD, 
Kirimunda S, Emmanuel B, Reynolds SJ, Kerchan P, Joloba M, Bergen AW, Kishor B, 
Talisuna AO, Biggar BJ, Goedert JJ, Pfeiffer R, Mbulaiteye SM. Age and geographic patterns 
of Plasmodium falciparum malaria infection in a representative sample of children living in 
Burkitt lymphoma-endemic areas of northern Uganda. Malar J. 2017 16:124. Doi: 
10.1186/s12936-017-1778-z. 
 
129) Saccone N, Baurley, JW, Bergen AW, David SP, Elliott H, Foreman M, Kaprio J, 
Piasecki T, Relton C, Zawertailo L, Bierut L, Tyndale R, Chen, LS. Genetics and Treatment 
Networks of the Society for Research on Nicotine and Tobacco (SRNT). The Value of 
Biosamples in Smoking Cessation Trials: A Review of Genetic, Metabolomic, and Epigenetic 
Findings. Nicotine Tob Res. 2017 May 3. doi: 10.1093/ntr/ntx096. 
 
130) Chen LS, Zawertailo L, Piasecki T, Kaprio J, Foreman M, Elliott H, David SP, Bergen 
AW, Baurley JW, Tyndale RF, Baker T, Bierut L, Saccone N. Genetics and Treatment 
Workgroup of the Society for Research on Nicotine and Tobacco (SRNT). Leveraging genomic 
data in smoking cessation trials in the era of Precision Medicine:  Why and how. Nicotine Tob 
Res. 2017 May 12. doi: 10.1093/ntr/ntx097. 
 
131) Duncan EL, Yilmaz Z, Walters R, Goldstein J, Anttila V, Bulik-Sullivan B, Ripke S, 
Eating Disorders Working Group of the Psychiatric Genomics Consortium, Thornton L, 
Hinney A, Daly MJ, Sullivan PF, Zeggini E, Breen G, Bulik CM. Genome-Wide Association 
Study Reveals First Locus for Anorexia Nervosa and Metabolic Correlations. Am J Psychiatry. 
2017 May 12:appiajp201716121402. doi: 10.1176/appi.ajp.2017.16121402. 
 
132) Li D, Chang X, Connolly JJ, Tian L, Liu Y, Bhoj EJ, Robinson N, Abrams D, Li YR, 
Bradfield JP, Kim CE, Li J, Wang F, Snyder J, Lemma M, Hou C, Wei Z, Guo Y, Qiu H, 
Mentch FD, Thomas KA, Chiavacci RM, Cone R, Li B, Sleiman PA, Hakonarson H; Eating 
Disorders Working Group of the Psychiatric Genomics Consortium; Price Foundation 
Collaborative Group. A genome-wide association study of anorexia nervosa suggests a risk 
locus implicated in dysregulated leptin signaling. Sci Rep. 2017 Jun 19;7(1):3847. doi: 
10.1038/s41598-017-01674-8. 
 
133) Schuit E, Panagiotou OA, Munafò MR, Bennett DA, Bergen AW, David SP. 
Pharmacotherapy for smoking cessation: effects by subgroup defined by genetically-informed 
biomarkers. Cochrane Database of Systematic Reviews 2017, Issue 9. Art. No.: CD011823. 
DOI: 10.1002/14651858.CD011823.pub2. 
 
134) Legason ID, Pfeiffer RM, Udquim KI, Bergen AW, Gouveia MH, Kirimunda S, Otim I, 
Karlins E, Kerchan P, Nabalende H, Bayanjargal A, Emmanuel B, Kagwa P, Talisuna AO, 



May 2023 

22 
 

Bhatia K, Yeager M, Biggar RJ, Ayers LW, Reynolds SJ, Goedert JJ, Ogwang MD, Fraumeni 
JF, Prokunina-Olsson L, Mbulaiteye M. Evaluating the Causal Link Between Malaria Infection 
and Endemic Burkitt Lymphoma in Northern Uganda: A Mendelian Randomization Study. 
EBioMedicine. 2017 Oct 3. pii: S2352-3964(17)30391-2. doi: 10.1016/j.ebiom.2017.09.037. 
 
135) Bergen AW. Biomarkers for Tobacco Exposures, Toxicology, Regulation and 
Cessation. Nicotine & Tobacco Research, 2018 Mar 6;20(4):401-402. 
doi.org/10.1093/ntr/nty004. 
 
136) Chenoweth MJ, Ware JJ, Zhu AZX, Cole CB, Cox LS, Nollen N, Ahluwalia JS, 
Benowitz NL, Schnoll RA, Hawk LW Jr, Cinciripini PM, George TP, Lerman C, Knight J, 
Tyndale RF; PGRN-PNAT Research Group. Genome-wide association study of a nicotine 
metabolism biomarker in African American smokers: impact of chromosome 19 genetic 
influences. Addiction. 2017 Sep 16. doi: 10.1111/add.14032. 
 
137) Baurley JW, McMahan CS, Ervin CM, Pardamean B, Bergen AW. Biosignature 
Discovery for Substance Use Disorders Using Statistical Learning. Trends Mol Med. 2018 Feb 
3. pii: S1471-4914(17)30231-9. doi: 10.1016/j.molmed.2017.12.008 
 
138) Huckins LM, Hatzikotoulas K, Southam L, Thornton LM, Steinberg, Aguilera-McKay F, 
Treasure J, Schmidt U, Gunasinghe C, Romero A, Curtis C, Rhodes D, Moens J, Kalsi G, 
Dempster D, Leung R, Keohane A, Burghardt R, Ehrlich S, Hebebrand J, Hinney A, Ludolph 
A, Walton E, Deloukas P, Hofman A, Palotie A, Palta P, van Rooij FJA, Stirrups K, Adan R, 
Boni C, Cone R, Dedoussis G, van Furth E, Gonidakis F, Gorwood P, Hudson J, Kaprio J, Kas 
M, Keski-Rahonen A, Kiezebrink K, Knudsen GP, Slof-Op 't Landt MCT, Maj M, Monteleone 
AM, Monteleone P, Raevuori AH, Reichborn-Kjennerud T, Tozzi F, Tsitsika A, van Elburg A; 
Eating Disorder Working Group of the Psychiatric Genomics Consortium, Collier DA, 
Sullivan PF, Breen G, Bulik CM, Zeggini E. Investigation of common, low-frequency and rare 
genome-wide variation in anorexia nervosa. Mol Psychiatry. 2018 May;23(5):1169-1180. doi: 
10.1038/mp.2017.88.  
 
139) Johansson JU, Brubaker WD, Javitz H, Bergen AW, Nishita D, Trigunaite A, Crane A, 
Ceballos J, Mastroeni D, Tenner AJ, Sabbagh M, Rogers J. Peripheral complement 
interactions with amyloid β peptide (Aβ) in Alzheimer's disease: polymorphisms, structure, and 
function of complement receptor 1. Alzheimers Dementia. 2018 May 21. pii: S1552-
5260(18)30125-0. doi: 10.1016/j.jalz.2018.04.003. 
 
140) Brainstorm Consortium, Anttila V, Bulik-Sullivan B, Finucane HK, Walters RK, Bras J, 
Duncan L, Escott-Price V, Falcone GJ, Gormley P, Malik R, Patsopoulos NA, Ripke S, Wei Z, 
Yu D, Lee PH, Turley P, Grenier-Boley B, Chouraki V, Kamatani Y, Berr C, Letenneur L, 
Hannequin D, Amouyel P, Boland A, Deleuze JF, Duron E, Vardarajan BN, Reitz C, Goate 
AM, Huentelman MJ, Kamboh MI, Larson EB, Rogaeva E, St George-Hyslop P, Hakonarson 
H, Kukull WA, Farrer LA, Barnes LL, Beach TG, Demirci FY, Head E, Hulette CM, Jicha GA, 
Kauwe JSK, Kaye JA, Leverenz JB, Levey AI, Lieberman AP, Pankratz VS, Poon WW, Quinn 
JF, Saykin AJ, Schneider LS, Smith AG, Sonnen JA, Stern RA, Van Deerlin VM, Van Eldik LJ, 
Harold D, Russo G, Rubinsztein DC, Bayer A, Tsolaki M, Proitsi P, Fox NC, Hampel H, Owen 
MJ, Mead S, Passmore P, Morgan K, Nöthen MM, Rossor M, Lupton MK, Hoffmann P, 
Kornhuber J, Lawlor B, McQuillin A, Al-Chalabi A, Bis JC, Ruiz A, Boada M, Seshadri S, 
Beiser A, Rice K, van der Lee SJ, De Jager PL, Geschwind DH, Riemenschneider M, Riedel-



May 2023 

23 
 

Heller S, Rotter JI, Ransmayr G, Hyman BT, Cruchaga C, Alegret M, Winsvold B, Palta P, 
Farh KH, Cuenca-Leon E, Furlotte N, Kurth T, Ligthart L, Terwindt GM, Freilinger T, Ran C, 
Gordon SD, Borck G, Adams HHH, Lehtimäki T, Wedenoja J, Buring JE, Schürks M, 
Hrafnsdottir M, Hottenga JJ, Penninx B, Artto V, Kaunisto M, Vepsäläinen S, Martin NG, 
Montgomery GW, Kurki MI, Hämäläinen E, Huang H, Huang J, Sandor C, Webber C, Muller-
Myhsok B, Schreiber S, Salomaa V, Loehrer E, Göbel H, Macaya A, Pozo-Rosich P, Hansen 
T, Werge T, Kaprio J, Metspalu A, Kubisch C, Ferrari MD, Belin AC, van den Maagdenberg 
AMJM, Zwart JA, Boomsma D, Eriksson N, Olesen J, Chasman DI, Nyholt DR, Avbersek A, 
Baum L, Berkovic S, Bradfield J, Buono R, Catarino CB, Cossette P, De Jonghe P, Depondt 
C, Dlugos D, Ferraro TN, French J, Hjalgrim H, Jamnadas-Khoda J, Kälviäinen R, Kunz WS, 
Lerche H, Leu C, Lindhout D, Lo W, Lowenstein D, McCormack M, Møller RS, Molloy A, Ng 
PW, Oliver K, Privitera M, Radtke R, Ruppert AK, Sander T, Schachter S, Schankin C, 
Scheffer I, Schoch S, Sisodiya SM, Smith P, Sperling M, Striano P, Surges R, Thomas GN, 
Visscher F, Whelan CD, Zara F, Heinzen EL, Marson A, Becker F, Stroink H, Zimprich F, 
Gasser T, Gibbs R, Heutink P, Martinez M, Morris HR, Sharma M, Ryten M, Mok KY, Pulit S, 
Bevan S, Holliday E, Attia J, Battey T, Boncoraglio G, Thijs V, Chen WM, Mitchell B, Rothwell 
P, Sharma P, Sudlow C, Vicente A, Markus H, Kourkoulis C, Pera J, Raffeld M, Silliman S, 
Boraska Perica V, Thornton LM, Huckins LM, William Rayner N, Lewis CM, Gratacos M, 
Rybakowski F, Keski-Rahkonen A, Raevuori A, Hudson JI, Reichborn-Kjennerud T, 
Monteleone P, Karwautz A, Mannik K, Baker JH, O'Toole JK, Trace SE, Davis OSP, Helder 
SG, Ehrlich S, Herpertz-Dahlmann B, Danner UN, van Elburg AA, Clementi M, Forzan M, 
Docampo E, Lissowska J, Hauser J, Tortorella A, Maj M, Gonidakis F, Tziouvas K, Papezova 
H, Yilmaz Z, Wagner G, Cohen-Woods S, Herms S, Julià A, Rabionet R, Dick DM, Ripatti S, 
Andreassen OA, Espeseth T, Lundervold AJ, Steen VM, Pinto D, Scherer SW, Aschauer H, 
Schosser A, Alfredsson L, Padyukov L, Halmi KA, Mitchell J, Strober M, Bergen AW, Kaye W, 
Szatkiewicz JP, Cormand B, Ramos-Quiroga JA, Sánchez-Mora C, Ribasés M, Casas M, 
Hervas A, Arranz MJ, Haavik J, Zayats T, Johansson S, Williams N, Dempfle A, Rothenberger 
A, Kuntsi J, Oades RD, Banaschewski T, Franke B, Buitelaar JK, Arias Vasquez A, Doyle AE, 
Reif A, Lesch KP, Freitag C, Rivero O, Palmason H, Romanos M, Langley K, Rietschel M, Witt 
SH, Dalsgaard S, Børglum AD, Waldman I, Wilmot B, Molly N, Bau CHD, Crosbie J, Schachar 
R, Loo SK, McGough JJ, Grevet EH, Medland SE, Robinson E, Weiss LA, Bacchelli E, Bailey 
A, Bal V, Battaglia A, Betancur C, Bolton P, Cantor R, Celestino-Soper P, Dawson G, De 
Rubeis S, Duque F, Green A, Klauck SM, Leboyer M, Levitt P, Maestrini E, Mane S, De-Luca 
DM, Parr J, Regan R, Reichenberg A, Sandin S, Vorstman J, Wassink T, Wijsman E, Cook E, 
Santangelo S, Delorme R, Rogé B, Magalhaes T, Arking D, Schulze TG, Thompson RC, 
Strohmaier J, Matthews K, Melle I, Morris D, Blackwood D, McIntosh A, Bergen SE, Schalling 
M, Jamain S, Maaser A, Fischer SB, Reinbold CS, Fullerton JM, Guzman-Parra J, Mayoral F, 
Schofield PR, Cichon S, Mühleisen TW, Degenhardt F, Schumacher J, Bauer M, Mitchell PB, 
Gershon ES, Rice J, Potash JB, Zandi PP, Craddock N, Ferrier IN, Alda M, Rouleau GA, 
Turecki G, Ophoff R, Pato C, Anjorin A, Stahl E, Leber M, Czerski PM, Cruceanu C, Jones IR, 
Posthuma D, Andlauer TFM, Forstner AJ, Streit F, Baune BT, Air T, Sinnamon G, Wray NR, 
MacIntyre DJ, Porteous D, Homuth G, Rivera M, Grove J, Middeldorp CM, Hickie I, Pergadia 
M, Mehta D, Smit JH, Jansen R, de Geus E, Dunn E, Li QS, Nauck M, Schoevers RA, 
Beekman AT, Knowles JA, Viktorin A, Arnold P, Barr CL, Bedoya-Berrio G, Bienvenu OJ, 
Brentani H, Burton C, Camarena B, Cappi C, Cath D, Cavallini M, Cusi D, Darrow S, Denys D, 
Derks EM, Dietrich A, Fernandez T, Figee M, Freimer N, Gerber G, Grados M, Greenberg E, 
Hanna GL, Hartmann A, Hirschtritt ME, Hoekstra PJ, Huang A, Huyser C, Illmann C, Jenike M, 
Kuperman S, Leventhal B, Lochner C, Lyon GJ, Macciardi F, Madruga-Garrido M, Malaty IA, 
Maras A, McGrath L, Miguel EC, Mir P, Nestadt G, Nicolini H, Okun MS, Pakstis A, Paschou 



May 2023 

24 
 

P, Piacentini J, Pittenger C, Plessen K, Ramensky V, Ramos EM, Reus V, Richter MA, Riddle 
MA, Robertson MM, Roessner V, Rosário M, Samuels JF, Sandor P, Stein DJ, Tsetsos F, Van 
Nieuwerburgh F, Weatherall S, Wendland JR, Wolanczyk T, Worbe Y, Zai G, Goes FS, 
McLaughlin N, Nestadt PS, Grabe HJ, Depienne C, Konkashbaev A, Lanzagorta N, Valencia-
Duarte A, Bramon E, Buccola N, Cahn W, Cairns M, Chong SA, Cohen D, Crespo-Facorro B, 
Crowley J, Davidson M, DeLisi L, Dinan T, Donohoe G, Drapeau E, Duan J, Haan L, 
Hougaard D, Karachanak-Yankova S, Khrunin A, Klovins J, Kučinskas V, Lee Chee Keong J, 
Limborska S, Loughland C, Lönnqvist J, Maher B, Mattheisen M, McDonald C, Murphy KC, 
Nenadic I, van Os J, Pantelis C, Pato M, Petryshen T, Quested D, Roussos P, Sanders AR, 
Schall U, Schwab SG, Sim K, So HC, Stögmann E, Subramaniam M, Toncheva D, 
Waddington J, Walters J, Weiser M, Cheng W, Cloninger R, Curtis D, Gejman PV, Henskens 
F, Mattingsdal M, Oh SY, Scott R, Webb B, Breen G, Churchhouse C, Bulik CM, Daly M, 
Dichgans M, Faraone SV, Guerreiro R, Holmans P, Kendler KS, Koeleman B, Mathews CA, 
Price A, Scharf J, Sklar P, Williams J, Wood NW, Cotsapas C, Palotie A, Smoller JW, Sullivan 
P, Rosand J, Corvin A, Neale BM. Analysis of shared heritability in common disorders of the 
brain. Science. 2018 Jun 22;360(6395). pii: eaap8757. doi: 10.1126/science.aap8757. 
 
141) Thornton LM, Munn-Chernoff MA, Baker JH, Juréus A, Parker R, Henders AK, Larsen 
JT, Petersen L, Watson HJ, Yilmaz Z, Kirk KM, Gordon S, Leppä VM, Martin FC, Whiteman 
DC, Olsen CM, Werge TM, Pedersen NL, Kaye W, Bergen AW, Halmi KA, Strober M, Kaplan 
AS, Blake Woodside D, Mitchell J, Johnson CL, Brandt H, Crawford S, John Horwood L, 
Boden JM, Pearson JF, Duncan LE, Grove J, Mattheisen M, Jordan J, Kennedy MA, Birgegård 
A, Lichtenstein P, Norring C, Wade TD, Montgomery GW, Martin NG, Landén M, Mortensen 
PB, Sullivan PF, Bulik CM. The anorexia nervosa genetics initiative (ANGI): Overview and 
methods. Contemp Clin Trials. 2018 Oct 1. pii: S1551-7144(18)30275-1. doi: 
10.1016/j.cct.2018.09.015.  
 
142) Hübel C, Gaspar HA, Coleman JRI, Finucane H, Purves KL, Hanscombe KB, 
Prokopenko I; MAGIC investigators, Graff M, Ngwa JS, Workalemahu T; Eating Disorders 
Working Group of the Psychiatric Genomics Consortium; Major Depressive Disorder 
Working Group of the Psychiatric Genomics Consortium; Schizophrenia Working Group of the 
Psychiatric Genomics Consortium; Tourette Syndrome/Obsessive-Compulsive Disorder 
Working Group of the Psychiatric Genomics Consortium, O'Reilly PF, Bulik CM, Breen G. 
Genomics of body fat percentage may contribute to sex bias in anorexia nervosa. Am J Med 
Genet B Neuropsychiatr Genet. 2018 Dec 28. doi: 10.1002/ajmg.b.32709. [Epub ahead of 
print] 
 
143) Duffy ME, Rogers ML, Joiner TE, Bergen AW, Berrettini WB, Bulik CM, Brandt H, 
Crawford S, Crow S, Fichter M, Halmi K, Kaplan AS, Klump KL, Lilenfeld L, Magistretti PJ, 
Mitchell J, Schork NJ, Strober M, Thornton LM, Treasure J, Woodside B, Kaye WH, Keel PK. An 
Investigation of Indirect Effects of Personality Features on Anorexia Nervosa Severity through 
Interoceptive Awareness. Int J Eat Disord. 2019 Feb;52(2):200-205. doi: 10.1002/eat.23008. 
Epub 2019 Jan 12. 
 
144) Panagiotou OA, Schuit E, Munafò MR, Bennett DA, Bergen AW, David SP. Smoking 
Cessation Pharmacotherapy Based on Genetically-Informed Biomarkers: What is the Evidence? 
Nicotine Tob Res. 2019 Aug 19;21(9):1289-1293. doi: 10.1093/ntr/ntz009.  
 



May 2023 

25 
 

145) Gouveia M, Bergen AW, Borda V, Nunes K, Leal TP, Ogwang MD, Yeboah ED, Mensah 
JE, Kinyera T, Otim I, Nabalende H, Legason ID, Mpoloka SW, Mokone GG, Kerchan P, Bhatia 
K, Reynolds SJ, Birtwum RB, Adjei AA, Tettey Y, Tay E, Hoover R, Pfeiffer RM, Biggar RJ, 
Goedert JJ, Prokunina-Olsson L, Dean M, Yeager M, Lima-Costa MF, Hsing AW, Tishkoff SA, 
Chanock SJ, Tarazona-Santos E, Mbulaiteye SM. Genetic signatures of gene flow and malaria-
driven natural selection in sub-Saharan populations of the "endemic Burkitt Lymphoma belt". 
PLoS Genet. 2019 Mar 8;15(3):e1008027. doi: 10.1371/journal.pgen.1008027.  

 
146) Bergen AW, Do E, Chen L-S, David SP. Tobacco Genomics: Complexity and 
Translational Challenges. Nicotine Tob Res. 2019 May 21;21(6):705-706. doi: 
10.1093/ntr/ntz033. 
 
147) Yao S, Kuja-Halkola R, Martin J, Lu Y, Lichtenstein P, Norring C, Birgegård A, Yilmaz Z, 
Hübel C, Watson H, Baker J, Almqvist C, Adan R, Ando T, Baker J, Bergen A, Berrettini W, 
Birgegård A, Boni C, Boraska Perica V, Brandt H, Burghardt R, Cassina M, Cesta C, Clementi 
M, Coleman J, Cone R, Courtet P, Crawford S, Crow S, Crowley J, Danner U, Davis O, de 
Zwaan M, Dedoussis G, Degortes D, DeSocio J, Dick D, Dikeos D, Dmitrzak-Weglarz M, 
Docampo E, Egberts K, Ehrlich S, Escaramís G, Esko T, Estivill X, Favaro A, Fernández-
Aranda F, Fichter M, Finan C, Fischer K, Föcker M, Foretova L, Forzan M, Franklin C, Gaspar 
H, Gonidakis F, Gorwood P, Gratacos M, Guillaume S, Guo Y, Hakonarson H, Halmi K, 
Hatzikotoulas K, Hauser J, Hebebrand J, Helder S, Hendriks J, Herpertz-Dahlmann B, Herzog 
W, Hilliard C, Hinney A, Huckins L, Hudson J, Huemer J, Imgart H, Inoko H, Jiménez-Murcia S, 
Johnson C, Jordan J, Juréus A, Kalsi G, Kaminska D, Kaplan A, Kaprio J, Karhunen L, 
Karwautz A, Kas M, Kaye W, Kennedy J, Kennedy M, Keski-Rahkonen A, Kiezebrink K, Kim 
YR, Klump K, Knudsen GP, Koeleman B, Koubek D, La Via M, Landén M, Levitan R, Li D, 
Lichtenstein P, Lilenfeld L, Lissowska J, Magistretti P, Maj M, Mannik K, Martin N, McDevitt S, 
McGuffin P, Merl E, Metspalu A, Meulenbelt I, Micali N, Mitchell J, Mitchell K, Monteleone P, 
Monteleone AM, Mortensen P, Munn-Chernoff M, Nacmias B, Nilsson I, Norring C, Ntalla I, 
O'Toole J, Pantel J, Papezova H, Parker R, Rabionet R, Raevuori A, Rajewski A, Ramoz N, 
Rayner NW, Reichborn-Kjennerud T, Ricca V, Ripke S, Ritschel F, Roberts M, Rotondo A, 
Rybakowski F, Santonastaso P, Scherag A, Schmidt U, Schork N, Schosser A, Seitz J, 
Slachtova L, Slagboom PE, Slof-Op't Landt M, Slopien A, Smith T, Sorbi S, Strengman E, 
Strober M, Sullivan P, Szatkiewicz J, Szeszenia-Dabrowska N, Tachmazidou I, Tenconi E, 
Thornton L, Tortorella A, Tozzi F, Treasure J, Tsitsika A, Tziouvas K, van Elburg A, van Furth E, 
Wade T, Wagner G, Walton E, Watson H, Woodside DB, Yao S, Yilmaz Z, Zeggini E, Zerwas S, 
Zipfel S, Alfredsson L, Andreassen O, Aschauer H, Barrett J, Bencko V, Carlberg L, Cichon S, 
Cohen-Woods S, Dina C, Ding B, Espeseth T, Floyd J, Gallinger S, Gambaro G, Giegling I, 
Herms S, Janout V, Julià A, Klareskog L, Le Hellard S, Leboyer M, Lundervold A, Marsal S, 
Mattingsdal M, Navratilova M, Ophoff R, Palotie A, Pinto D, Ripatti S, Rujescu D, Scherer S, 
Scott L, Sladek R, Soranzo N, Southam L, Steen V, Wichmann HE, Widen E, Breen G, Bulik C,  
Thornton LM, Magnusson PK, Bulik CM, Larsson H. Associations Between Attention-
Deficit/Hyperactivity Disorder and Various Eating Disorders: A Swedish Nationwide Population 
Study Using Multiple Genetically Informative Approaches. Biol Psychiatry. 2019 Oct 
15;86(8):577-586. doi: 10.1016/j.biopsych.2019.04.036. PMID: 31301758; PMC6776821. 
 
148) Watson HJ, Yilmaz Z, Thornton LM, Hübel C, Coleman JRI, Gaspar HA, Bryois J, 
Hinney A, Leppä VM, Mattheisen M, Medland SE, Ripke S, Yao S, Giusti-Rodríguez P; 
Anorexia Nervosa Genetics Initiative, Hanscombe KB, Purves KL; Eating Disorders Working 
Group of the Psychiatric Genomics Consortium, Adan RAH, Alfredsson L, Ando T, Andreassen 



May 2023 

26 
 

OA, Baker JH, Berrettini WH, Boehm I, Boni C, Perica VB, Buehren K, Burghardt R, Cassina M, 
Cichon S, Clementi M, Cone RD, Courtet P, Crow S, Crowley JJ, Danner UN, Davis OSP, de 
Zwaan M, Dedoussis G, Degortes D, DeSocio JE, Dick DM, Dikeos D, Dina C, Dmitrzak-
Weglarz M, Docampo E, Duncan LE, Egberts K, Ehrlich S, Escaramís G, Esko T, Estivill X, 
Farmer A, Favaro A,Fernández-Aranda F, Fichter MM, Fischer K, Föcker M, Foretova L, 
Forstner AJ, Forzan M, Franklin CS, Gallinger S, Giegling I, Giuranna J, Gonidakis F, Gorwood  
P, Mayora MG, Guillaume S, Guo Y, Hakonarson H, Hatzikotoulas K, Hauser J, Hebebrand J, 
Helder SG, Herms S, Herpertz-Dahlmann B, Herzog W, Huckins LM, Hudson JI, Imgart H, 
Inoko H, Janout V, Jiménez-Murcia S, Julià A, Kalsi G, Kaminská D, Kaprio J, Karhunen L, 
Karwautz A, Kas MJH, Kennedy JL, Keski-Rahkonen A, Kiezebrink K, Kim YR, Klareskog L, 
Klump KL, Knudsen GPS, La Via MC, Le Hellard S, Levitan RD, Li D, Lilenfeld L, Lin BD, 
Lissowska J, Luykx J, Magistretti PJ, Maj M, Mannik K, Marsal S, Marshall CR, Mattingsdal M, 
McDevitt S, McGuffin P, Metspalu A, Meulenbelt I, Micali N, Mitchell K, Monteleone AM, 
Monteleone P, Munn-Chernoff MA, Nacmias B, Navratilova M, Ntalla I, O'Toole JK, Ophoff RA, 
Padyukov L, Palotie A, Pantel J, Papezova H, Pinto D, Rabionet R, Raevuori A, Ramoz N, 
Reichborn-Kjennerud T, Ricca V, Ripatti S, Ritschel F, Roberts M, Rotondo A, Rujescu D, 
Rybakowski F, Santonastaso P, Scherag A, SchererSW, Schmidt U, Schork NJ, Schosser A, 
Seitz J, Slachtova L, Slagboom PE, Slof-Op't Landt MCT, Slopien A, Sorbi S, Świątkowska B, 
Szatkiewicz JP, Tachmazidou I, Tenconi E, Tortorella A, Tozzi F, Treasure J, Tsitsika A, 
Tyszkiewicz-Nwafor M, Tziouvas K, van Elburg AA, van Furth EF, Wagner G, Walton E, Widen 
E, Zeggini E,  Zerwas S, Zipfel S, Bergen AW, Boden JM, Brandt H, Crawford S, Halmi KA, 
Horwood  LJ, Johnson C, Kaplan AS, Kaye WH, Mitchell JE, Olsen CM, Pearson JF, Pedersen 
NL, Strober M, Werge T, Whiteman DC, Woodside DB, Stuber GD, Gordon S, Grove J, 
Henders AK, Juréus A, Kirk KM, Larsen JT, Parker R, Petersen L, Jordan J, Kennedy M, 
Montgomery GW, Wade TD, Birgegård A, Lichtenstein P, Norring C, Landén M, Martin NG, 
Mortensen PB, Sullivan PF, Breen G, Bulik CM. Genome-wide association study identifies eight 
risk loci and implicates metabo-psychiatric origins for anorexia nervosa. Nat Genet. 2019 
Aug;51(8):1207-1214. doi: 10.1038/s41588-019-0439-2. PMID: 31308545; PMC6779477.   
 
149) Cil G, Park J, Bergen AW. Self-Reported Prescription Drug Use for Pain and for Sleep 
and Incident Frailty. J Am Geriatr Soc. 2019 Dec;67(12):2474-2481. doi: 10.1111/jgs.16214. 
PMID: 31648384. 
 
150) Lee PH, Anttila V, Won H, Feng YA, Rosenthal J, Zhu Z, Tucker-Drob EM, Nivard MG, 
Grotzinger AD, Posthuma D, Wang MM, Yu D, Stahl EA, Walters RK, Anney RJL, Duncan LE, 
Ge T, Adolfsson R, Banaschewski T, Belangero S, Cook EH, Coppola G, Derks EM, Hoekstra 
PJ, Kaprio J, Keski-Rahkonen A, Kirov G, Kranzler HR, Luykx JJ, Rohde LA, Zai CC, Agerbo E, 
Arranz MJ, Asherson P, Bækvad-Hansen M, Baldursson G, Bellgrove M, Belliveau RA Jr, 
Buitelaar J, Burton CL, Bybjerg-Grauholm J, Casas M, Cerrato F, Chambert K, Churchhouse C, 
Cormand B, Crosbie J, Dalsgaard S, Demontis D, Doyle AE, Dumont A, Elia J, Grove J, 
Gudmundsson OO, Haavik J, Hakonarson H, Hansen CS, Hartman CA, Hawi Z, Hervás A, 
Hougaard DM, Howrigan DP, Huang H, Kuntsi J, Langley K, Lesch KP, Leung PWL, Loo SK, 
Martin J, Martin AR, McGough JJ, Medland SE, Moran JL, Mors O, Mortensen PB, Oades RD, 
Palmer DS, Pedersen CB, Pedersen MG, Peters T, Poterba T, Poulsen JB, Ramos-Quiroga JA, 
Reif A, Ribasés M, Rothenberger A, Rovira P, Sánchez-Mora C, Satterstrom FK, Schachar R, 
Artigas MS, Steinberg S, Stefansson H, Turley P, Walters GB, Werge T, Zayats T, Arking DE, 
Bettella F, Buxbaum JD, Christensen JH, Collins RL, Coon H, De Rubeis S, Delorme R, Grice 
DE, Hansen TF, Holmans PA, Hope S, Hultman CM, Klei L, Ladd-Acosta C, Magnusson P, 
Nærland T, Nyegaard M, Pinto D, Qvist P, Rehnström K, Reichenberg A, Reichert J, Roeder K, 



May 2023 

27 
 

Rouleau GA, Saemundsen E, Sanders SJ, Sandin S, St Pourcain B, Stefansson K, Sutcliffe JS, 
Talkowski ME, Weiss LA, Willsey AJ, Agartz I, Akil H, Albani D, Alda M, Als TD, Anjorin A, 
Backlund L, Bass N, Bauer M, Baune BT, Bellivier F, Bergen SE, Berrettini WH, Biernacka JM, 
Blackwood DHR, Bøen E, Budde M, Bunney W, Burmeister M, Byerley W, Byrne EM, Cichon S, 
Clarke TK, Coleman JRI, Craddock N, Curtis D, Czerski PM, Dale AM, Dalkner N, Dannlowski 
U, Degenhardt F, Di Florio A, Elvsåshagen T, Etain B, Fischer SB, Forstner AJ, Forty L, Frank 
J, Frye M, Fullerton JM, Gade K, Gaspar HA, Gershon ES, Gill M, Goes FS, Gordon SD, 
Gordon-Smith K, Green MJ, Greenwood TA, Grigoroiu-Serbanescu M, Guzman-Parra J, Hauser 
J, Hautzinger M, Heilbronner U, Herms S, Hoffmann P, Holland D, Jamain S, Jones I, Jones LA, 
Kandaswamy R, Kelsoe JR, Kennedy JL, Joachim OK, Kittel-Schneider S, Kogevinas M, Koller 
AC, Lavebratt C, Lewis CM, Li QS, Lissowska J, Loohuis LMO, Lucae S, Maaser A, Malt UF, 
Martin NG, Martinsson L, McElroy SL, McMahon FJ, McQuillin A, Melle I, Metspalu A, Millischer 
V, Mitchell PB, Montgomery GW, Morken G, Morris DW, Müller-Myhsok B, Mullins N, Myers 
RM, Nievergelt CM, Nordentoft M, Adolfsson AN, Nöthen MM, Ophoff RA, Owen MJ, Paciga 
SA, Pato CN, Pato MT, Perlis RH, Perry A, Potash JB, Reinbold CS, Rietschel M, Rivera M, 
Roberson M, Schalling M, Schofield PR, Schulze TG, Scott LJ, Serretti A, Sigurdsson E, 
Smeland OB, Stordal E, Streit F, Strohmaier J, Thorgeirsson TE, Treutlein J, Turecki G, Vaaler 
AE, Vieta E, Vincent JB, Wang Y, Witt SH, Zandi P, Adan RAH, Alfredsson L, Ando T, Aschauer 
H, Baker JH, Bencko V, Bergen AW, Birgegård A, Perica VB, Brandt H, Burghardt R, Carlberg 
L, Cassina M, Clementi M, Courtet P, Crawford S, Crow S, Crowley JJ, Danner UN, Davis OSP, 
Degortes D, DeSocio JE, Dick DM, Dina C, Docampo E, Egberts K, Ehrlich S, Espeseth T, 
Fernández-Aranda F, Fichter MM, Foretova L, Forzan M, Gambaro G, Giegling I, Gonidakis F, 
Gorwood P, Mayora MG, Guo Y, Halmi KA, Hatzikotoulas K, Hebebrand J, Helder SG, 
Herpertz-Dahlmann B, Herzog W, Hinney A, Imgart H, Jiménez-Murcia S, Johnson C, Jordan J, 
Julià A, Kaminská D, Karhunen L, Karwautz A, Kas MJH, Kaye WH, Kennedy MA, Kim YR, 
Klareskog L, Klump KL, Knudsen GPS, Landén M, Le Hellard S, Levitan RD, Li D, Lichtenstein 
P, Maj M, Marsal S, McDevitt S, Mitchell J, Monteleone P, Monteleone AM, Munn-Chernoff MA, 
Nacmias B, Navratilova M, O'Toole JK, Padyukov L, Pantel J, Papezova H, Rabionet R, 
Raevuori A, Ramoz N, Reichborn-Kjennerud T, Ricca V, Roberts M, Rujescu D, Rybakowski F, 
Scherag A, Schmidt U, Seitz J, Slachtova L, Slof-Op't Landt MCT, Slopien A, Sorbi S, Southam 
L, Strober M, Tortorella A, Tozzi F, Treasure J, Tziouvas K, van Elburg AA, Wade TD, Wagner 
G, Walton E, Watson HJ, Wichmann HE, Woodside DB, Zeggini E, Zerwas S, Zipfel S, Adams 
MJ, Andlauer TFM, Berger K, Binder EB, Boomsma DI, Castelao E, Colodro-Conde L, Direk N, 
Docherty AR, Domenici E, Domschke K, Dunn EC, Foo JC, de Geus EJC, Grabe HJ, Hamilton 
SP, Horn C, Hottenga JJ, Howard D, Ising M, Kloiber S, Levinson DF, Lewis G, Magnusson 
PKE, Mbarek H, Middeldorp CM, Mostafavi S, Nyholt DR, Penninx BW, Peterson RE, Pistis G, 
Porteous DJ, Preisig M, Quiroz JA, Schaefer C, Schulte EC, Shi J, Smith DJ, Thomson PA, 
Tiemeier H, Uher R, van der Auwera S, Weissman MM, Alexander M, Begemann M, Bramon E, 
Buccola NG, Cairns MJ, Campion D, Carr VJ, Cloninger CR, Cohen D, Collier DA, Corvin A, 
DeLisi LE, Donohoe G, Dudbridge F, Duan J, Freedman R, Gejman PV, Golimbet V, Godard S, 
Ehrenreich H, Hartmann AM, Henskens FA, Ikeda M, Iwata N, Jablensky AV, Joa I, Jönsson 
EG, Kelly BJ, Knight J, Konte B, Laurent-Levinson C, Lee J, Lencz T, Lerer B, Loughland CM, 
Malhotra AK, Mallet J, McDonald C, Mitjans M, Mowry BJ, Murphy KC, Murray RM, O'Neill FA, 
Oh SY, Palotie A, Pantelis C, Pulver AE, Petryshen TL, Quested DJ, Riley B, Sanders AR, 
Schall U, Schwab SG, Scott RJ, Sham PC, Silverman JM, Sim K, Steixner AA, Tooney PA, van 
Os J, Vawter MP, Walsh D, Weiser M, Wildenauer DB, Williams NM, Wormley BK, Zhang F, 
Androutsos C, Arnold PD, Barr CL, Barta C, Bey K, Bienvenu OJ, Black DW, Brown LW, 
Budman C, Cath D, Cheon KA, Ciullo V, Coffey BJ, Cusi D, Davis LK, Denys D, Depienne C, 
Dietrich A, Eapen V, Falkai P, Fernandez TV, Garcia-Delgar B, Geller DA, Gilbert DL, Grados 



May 2023 

28 
 

MA, Greenberg E, Grünblatt E, Hagstrøm J, Hanna GL, Hartmann A, Hedderly T, Heiman GA, 
Heyman I, Hong HJ, Huang A, Huyser C, Ibanez-Gomez L, Khramtsova EA, Kim YK, Kim YS, 
King RA, Koh YJ, Konstantinidis A, Kook S, Kuperman S, Leventhal BL, Lochner C, Ludolph 
AG, Madruga-Garrido M, Malaty I, Maras A, McCracken JT, Meijer IA, Mir P, Morer A, Müller-
Vahl KR, Münchau A, Murphy TL, Naarden A, Nagy P, Nestadt G, Nestadt PS, Nicolini H, Nurmi 
EL, Okun MS, Paschou P, Piras F, Piras F, Pittenger C, Plessen KJ, Richter MA, Rizzo R, 
Robertson M, Roessner V, Ruhrmann S, Samuels JF, Sandor P, Schlögelhofer M, Shin EY, 
Singer H, Song DH, Song J, Spalletta G, Stein DJ, Stewart SE, Storch EA, Stranger B, 
Stuhrmann M, Tarnok Z, Tischfield JA, Tübing J, Visscher F, Vulink N, Wagner M, Walitza S, 
Wanderer S, Woods M, Worbe Y, Zai G, Zinner SH, Sullivan PF, Franke B, Daly MJ, Bulik CM, 
Lewis CM, McIntosh AM, O'Donovan MC, Zheutlin A, Andreassen OA, Børglum AD, Breen G, 
Edenberg HJ, Fanous AH, Faraone SV, Gelernter J, Mathews CA, Mattheisen M, Mitchell KS, 
Neale MC, Nurnberger JI, Ripke S, Santangelo SL, Scharf JM, Stein MB, Thornton LM, Walters 
JTR, Wray NR, Geschwind DH, Neale BM, Kendler KS, Smoller JW. Genomic Relationships, 
Novel Loci, and Pleiotropic Mechanisms across Eight Psychiatric Disorders. Cell. 2019 Dec 
12;179(7):1469-1482.e11. doi: 10.1016/j.cell.2019.11.020. 
 
151) Gouveia MH, Borda V, Leal TP, Moreira RG, Bergen AW, Kehdy FSG, Alvim I, Aquino 
MM, Araujo GS, Araujo NM, Furlan V, Liboredo R, Machado M, Magalhaes WCS, Michelin LA, 
Rodrigues MR, Rodrigues-Soares F, Sant Anna HP, Santolalla ML, Scliar MO, Soares-Souza 
G, Zamudio R, Zolini C, Bortolini MC, Dean M, Gilman RH, Guio H, Rocha J, Pereira AC, 
Barreto ML, Horta BL, Lima-Costa MF, Mbulaiteye SM, Chanock SJ, Tishkoff SA, Yeager M, 
Tarazona-Santos E. Origins, admixture dynamics and homogenization of the African gene pool 
in the Americas. Mol Biol Evol. 2020 Mar 3. pii: msaa033. doi: 10.1093/molbev/msaa033.  
 
152) Munn-Chernoff MA, Johnson EC, Chou YL, Coleman JRI, Thornton LM, Walters RK, 
Yilmaz Z, Baker JH, Hübel C, Gordon S, Medland SE, Watson HJ, Gaspar HA, Bryois J, Hinney 
A, Leppä VM, Mattheisen M, Ripke S, Yao S, Giusti-Rodríguez P, Hanscombe KB, Adan RAH, 
Alfredsson L, Ando T, Andreassen OA, Berrettini WH, Boehm I, Boni C, Boraska Perica V, 
Buehren K, Burghardt R, Cassina M, Cichon S, Clementi M, Cone RD, Courtet P, Crow S, 
Crowley JJ, Danner UN, Davis OSP, de Zwaan M, Dedoussis G, Degortes D, DeSocio JE, Dick 
DM, Dikeos D, Dina C, Dmitrzak-Weglarz M, Docampo E, Duncan LE, Egberts K, Ehrlich S, 
Escaramís G, Esko T, Estivill X, Farmer A, Favaro A, Fernández-Aranda F, Fichter MM, Fischer 
K, Föcker M, Foretova L, Forstner AJ, Forzan M, Franklin CS, Gallinger S, Giegling I, Giuranna 
J, Gonidakis F, Gorwood P, Gratacos Mayora M, Guillaume S, Guo Y, Hakonarson H, 
Hatzikotoulas K, Hauser J, Hebebrand J, Helder SG, Herms S, Herpertz-Dahlmann B, Herzog 
W, Huckins LM, Hudson JI, Imgart H, Inoko H, Janout V, Jiménez-Murcia S, Julià A, Kalsi G, 
Kaminská D, Karhunen L, Karwautz A, Kas MJH, Kennedy JL, Keski-Rahkonen A, Kiezebrink K, 
Kim YR, Klump KL, Knudsen GPS, La Via MC, Le Hellard S, Levitan RD, Li D, Lilenfeld L, Lin 
BD, Lissowska J, Luykx J, Magistretti PJ, Maj M, Mannik K, Marsal S, Marshall CR, Mattingsdal 
M, McDevitt S, McGuffin P, Metspalu A, Meulenbelt I, Micali N, Mitchell K, Monteleone AM, 
Monteleone P, Nacmias B, Navratilova M, Ntalla I, O'Toole JK, Ophoff RA, Padyukov L, Palotie 
A, Pantel J, Papezova H, Pinto D, Rabionet R, Raevuori A, Ramoz N, Reichborn-Kjennerud T, 
Ricca V, Ripatti S, Ritschel F, Roberts M, Rotondo A, Rujescu D, Rybakowski F, Santonastaso 
P, Scherag A, Scherer SW, Schmidt U, Schork NJ, Schosser A, Seitz J, Slachtova L, Slagboom 
PE, Slof-Op't Landt MCT, Slopien A, Sorbi S, Świątkowska B, Szatkiewicz JP, Tachmazidou I, 
Tenconi E, Tortorella A, Tozzi F, Treasure J, Tsitsika A, Tyszkiewicz-Nwafor M, Tziouvas K, van 
Elburg AA, van Furth EF, Wagner G, Walton E, Widen E, Zeggini E, Zerwas S, Zipfel S, Bergen 
AW, Boden JM, Brandt H, Crawford S, Halmi KA, Horwood LJ, Johnson C, Kaplan AS, Kaye 



May 2023 

29 
 

WH, Mitchell J, Olsen CM, Pearson JF, Pedersen NL, Strober M, Werge T, Whiteman DC, 
Woodside DB,  Grove J, Henders AK, Larsen JT, Parker R, Petersen LV, Jordan J, Kennedy 
MA, Birgegård A, Lichtenstein P, Norring C, Landén M, Mortensen PB, Polimanti R, McClintick 
JN, Adkins AE, Aliev F, Bacanu SA, Batzler A, Bertelsen S, Biernacka JM, Bigdeli TB, Chen LS, 
Clarke TK, Degenhardt F, Docherty AR, Edwards AC, Foo JC, Fox L, Frank J, Hack LM, 
Hartmann AM, Hartz SM, Heilmann-Heimbach S, Hodgkinson C, Hoffmann P, Hottenga JJ, 
Konte B, Lahti J, Lahti-Pulkkinen M, Lai D, Ligthart L, Loukola A, Maher BS, Mbarek H, 
McIntosh AM, McQueen MB, Meyers JL, Milaneschi Y, Palviainen T, Peterson RE, Ryu E, 
Saccone NL, Salvatore JE, Sanchez-Roige S, Schwandt M, Sherva R, Streit F, Strohmaier J, 
Thomas N, Wang JC, Webb BT, Wedow R, Wetherill L, Wills AG, Zhou H, Boardman JD, Chen 
D, Choi DS, Copeland WE, Culverhouse RC, Dahmen N, Degenhardt L, Domingue BW, Frye 
MA, Gäbel W, Hayward C, Ising M, Keyes M, Kiefer F, Koller G, Kramer J, Kuperman S, Lucae 
S, Lynskey MT, Maier W, Mann K, Männistö S, Müller-Myhsok B, Murray AD, Nurnberger JI, 
Preuss U, Räikkönen K, Reynolds MD, Ridinger M, Scherbaum N, Schuckit MA, Soyka M, 
Treutlein J, Witt SH, Wodarz N, Zill P, Adkins DE, Boomsma DI, Bierut LJ, Brown SA, Bucholz 
KK, Costello EJ, de Wit H, Diazgranados N, Eriksson JG, Farrer LA, Foroud TM, Gillespie NA, 
Goate AM, Goldman D, Grucza RA, Hancock DB, Harris KM, Hesselbrock V, Hewitt JK, Hopfer 
CJ, Iacono WG, Johnson EO, Karpyak VM, Kendler KS, Kranzler HR, Krauter K, Lind PA, 
McGue M, MacKillop J, Madden PAF, Maes HH, Magnusson PKE, Nelson EC, Nöthen MM, 
Palmer AA, Penninx BWJH, Porjesz B, Rice JP, Rietschel M, Riley BP, Rose RJ, Shen PH, 
Silberg J,Stallings MC, Tarter RE, Vanyukov MM, Vrieze S, Wall TL, Whitfield JB, Zhao H, 
Neale BM, Wade TD, Heath AC, Montgomery GW, Martin NG, Sullivan PF, Kaprio J, 
Breen G, Gelernter J, Edenberg HJ, Bulik CM, Agrawal A. Shared genetic risk between eating 
disorder- and substance-use-related phenotypes: Evidence from genome-wide association 
studies. Addict Biol. 2020 Feb 16:e12880. doi:10.1111/adb.12880. 
 
153) Cil, G., Park, J., and Bergen, A., 2020. “Self-reported prescription drug use for pain and 
for sleep and incident frailty,” Corrigendum, J Am Geriatic Soc, 2020 Sep;68(9):E50-E53. doi: 
10.1111/jgs.16703. 
 
154) Gouveia MH, Otim I, Ogwang MD, Wang M, Zhu B, Cole N, Luo W, Hicks B, Jones K, 
Oehl-Huber K, Ayers LW, Pittaluga S, Legason ID, Nabalende H, Kerchan P, Kinyera T, Kawira 
E, Brubaker G, Levin AG, Guertler L, Kim J, Stewart DR, Adde M, Magrath I, Bergen AW, 
Reynolds SJ, Yeager M, Bhatia K, Adeyemo AA, Prokunina-Olsson L, Dean M, Shriner D, 
Rotimi CN, Chanock S, Siebert R, Mbulaiteye SM. Endemic Burkitt Lymphoma in second-
degree relatives in Northern Uganda: in-depth genome-wide analysis suggests clues about 
genetic susceptibility. Leukemia. 2021 Apr;35(4):1209-1213. doi: 10.1038/s41375-020-01052-w. 
 
155) Bergen AW, McMahan CS, McGee S, Ervin CM, Tindle HA, Le Marchand L, Murphy SE, 
Stram DO, Patel YM, Park SL, Baurley JW. Multiethnic Prediction of Nicotine Biomarkers and 
Association With Nicotine Dependence. Nicotine Tob Res. 2021 Dec;23(12):2162-2169. doi: 
10.1093/ntr/ntab124.  
 
156) Gouveia MH, Otim I, Ogwang MD, Wang M, Zhu B, Cole N, Luo W, Hicks B, Jones K, 
Oehl-Huber K, Ayers LW, Pittaluga S, Legason ID, Nabalende H, Kerchan P, Kinyera T, Kawira 
E, Brubaker G, Levin AG, Guertler L, Kim J, Stewart DR, Adde M, Magrath I, Bergen AW, 
Reynolds SJ, Yeager M, Bhatia K, Adeyemo AA, Prokunina-Olsson L, Dean M, Shriner D, 
Rotimi CN, Chanock S, Siebert R, Mbulaiteye SM. Author Correction to: Endemic Burkitt 
lymphoma in second-degree relatives in Northern Uganda: in-depth genome-wide analysis 



May 2023 

30 
 

suggests clues about genetic susceptibility. Leukemia. 2021 Apr;35(4):1224. doi: 
10.1038/s41375-021-01140-5. Erratum for: Leukemia. 2021 Apr;35(4):1209-1213.  
 
157) Schuit E, Panagiotou OA, Munafò MR, Bennett DA, Bergen AW, David SP. 
Pharmacotherapy for smoking cessation: effects by subgroup defined by genetically informed 
biomarkers. Cochrane Database Syst Rev. 2021 Nov;11(11):CD011823. doi: 
10.1002/14651858.CD011823.pub3.  
 
158) Mullins N, Kang J, Campos AI, Coleman JRI, Edwards AC, Galfalvy H, Levey DF, Lori A, 
Shabalin A, Starnawska A, Su MH, Watson HJ, Adams M, Awasthi S, Gandal M, Hafferty JD, 
Hishimoto A, Kim M, Okazaki S, Otsuka I, Ripke S, Ware EB, Bergen AW, Berrettini WH, 
Bohus M, Brandt H, Chang X, Chen WJ, Chen HC, Crawford S, Crow S, DiBlasi E, Duriez P, 
Fernández-Aranda F, Fichter MM, Gallinger S, Glatt SJ, Gorwood P, Guo Y, Hakonarson H, 
Halmi KA, Hwu HG, Jain S, Jamain S, Jiménez-Murcia S, Johnson C, Kaplan AS, Kaye WH, 
Keel PK, Kennedy JL, Klump KL, Li D, Liao SC, Lieb K, Lilenfeld L, Liu CM, Magistretti PJ, 
Marshall CR, Mitchell JE, Monson ET, Myers RM, Pinto D, Powers A, Ramoz N, Roepke S, 
Rozanov V, Scherer SW, Schmahl C, Sokolowski M, Strober M, Thornton LM, Treasure J, 
Tsuang MT, Witt SH, Woodside DB, Yilmaz Z, Zillich L, Adolfsson R, Agartz I, Air TM, Alda M, 
Alfredsson L, Andreassen OA, Anjorin A, Appadurai V, Soler Artigas M, Van der Auwera S, 
Azevedo MH, Bass N, Bau CHD, Baune BT, Bellivier F, Berger K, Biernacka JM, Bigdeli TB, 
Binder EB, Boehnke M, Boks MP, Bosch R, Braff DL, Bryant R, Budde M, Byrne EM, Cahn W, 
Casas M, Castelao E, Cervilla JA, Chaumette B, Cichon S, Corvin A, Craddock N, Craig D, 
Degenhardt F, Djurovic S, Edenberg HJ, Fanous AH, Foo JC, Forstner AJ, Frye M, Fullerton 
JM, Gatt JM, Gejman PV, Giegling I, Grabe HJ, Green MJ, Grevet EH, Grigoroiu-Serbanescu 
M, Gutierrez B, Guzman-Parra J, Hamilton SP, Hamshere ML, Hartmann A, Hauser J, 
Heilmann-Heimbach S, Hoffmann P, Ising M, Jones I, Jones LA, Jonsson L, Kahn RS, Kelsoe 
JR, Kendler KS, Kloiber S, Koenen KC, Kogevinas M, Konte B, Krebs MO, Landén M, Lawrence 
J, Leboyer M, Lee PH, Levinson DF, Liao C, Lissowska J, Lucae S, Mayoral F, McElroy SL, 
McGrath P, McGuffin P, McQuillin A, Medland SE, Mehta D, Melle I, Milaneschi Y, Mitchell PB, 
Molina E, Morken G, Mortensen PB, Müller-Myhsok B, Nievergelt C, Nimgaonkar V, Nöthen 
MM, O'Donovan MC, Ophoff RA, Owen MJ, Pato C, Pato MT, Penninx BWJH, Pimm J, Pistis G, 
Potash JB, Power RA, Preisig M, Quested D, Ramos-Quiroga JA, Reif A, Ribasés M, Richarte 
V, Rietschel M, Rivera M, Roberts A, Roberts G, Rouleau GA, Rovaris DL, Rujescu D, 
Sánchez-Mora C, Sanders AR, Schofield PR, Schulze TG, Scott LJ, Serretti A, Shi J, Shyn 
SI, Sirignano L, Sklar P, Smeland OB, Smoller JW, Sonuga-Barke EJS, Spalletta G, Strauss JS, 
Świątkowska B, Trzaskowski M, Turecki G, Vilar-Ribó L, Vincent JB, Völzke H, Walters JTR, 
Shannon Weickert C, Weickert TW, Weissman MM, Williams LM, Wray NR, Zai CC, Ashley-
Koch AE, Beckham JC, Hauser ER, Hauser MA, Kimbrel NA, Lindquist JH, McMahon B, Oslin 
DW, Qin X; Major Depressive Disorder Working Group of the Psychiatric Genomics Consortium; 
Bipolar Disorder Working Group of the Psychiatric Genomics Consortium; Eating Disorders 
Working Group of the Psychiatric Genomics Consortium; German Borderline Genomics 
Consortium; MVP Suicide Exemplar Workgroup; VA Million Veteran Program, Agerbo E, 
Børglum AD, Breen G, Erlangsen A, Esko T, Gelernter J, Hougaard DM, Kessler RC, Kranzler 
HR, Li QS, Martin NG, McIntosh AM, Mors O, Nordentoft M, Olsen CM, Porteous D, Ursano RJ, 
Wasserman D, Werge T, Whiteman DC, Bulik CM, Coon H, Demontis D, Docherty AR, Kuo PH, 
Lewis CM, Mann JJ, Rentería ME, Smith DJ, Stahl EA, Stein MB, Streit F, Willour V, Ruderfer 
DM. Dissecting the Shared Genetic Architecture of Suicide Attempt, Psychiatric Disorders, and 
Known Risk Factors. BiolPsychiatry. 2022 Feb;91(3):313-327. doi: 
10.1016/j.biopsych.2021.05.029.  



May 2023 

31 
 

 
159) Bergen AW, Baurley JW, Ervin CM, McMahan CS, Bible J, Stafford RS, Mudumbai SC, 
Saxon AJ. Effects of Buprenorphine Dose and Therapeutic Engagement on Illicit Opiate Use in 
Opioid Use Disorder Treatment Trials. Int J Environ Res Public Health. 2022 Mar;19(7):4106. 
doi: 10.3390/ijerph19074106. 
 
160) St. Ville M, Bergen AW, Baurley JW, Bible JD, McMahan CS. Assessing Opioid Use 
Disorder Treatments in Trials Subject to Non-Adherence via a Functional Generalized Linear 
Mixed-Effects Model. Int. J. Environ. Res. Public Health 2022 Apr;19(9), 5456; doi:  
10.3390/ijerph19095456. 
 
161) Bergen AW, Cil G, Sargent LJ, Dave CV. Frailty Risks of Prescription Analgesics and 
Sedatives across Frailty Models: the Health and Retirement Study. Drugs Aging. 2022 
May;39(5):377-387. doi: 10.1007/s40266-022-00941-2. 
 
162) Baurley JW, Bergen AW, Ervin CM, Park SL, Murphy SE, McMahan CS. Predicting 
nicotine metabolism across ancestries using genotypes. BMC Genomics. 2022 Sep 
21;23(1):663. doi: 10.1186/s12864-022-08884-z. 
 
163) Saunders GRB, Wang X, Chen F, Jang SK, Liu M, Wang C, Gao S, Jiang Y, 
Khunsriraksakul C, Otto JM, Addison C, Akiyama M, Albert CM, Aliev F, Alonso A, Arnett DK, 
Ashley-Koch AE, Ashrani AA, Barnes KC, Barr RG, Bartz TM, Becker DM, Bielak LF, Benjamin 
EJ, Bis JC, Bjornsdottir G, Blangero J, Bleecker ER, Boardman JD, Boerwinkle E, Boomsma DI, 
Boorgula MP, Bowden DW, Brody JA, Cade BE, Chasman DI, Chavan S, Chen YI, Chen Z, 
Cheng I, Cho MH, Choquet H, Cole JW, Cornelis MC, Cucca F, Curran JE, de Andrade M, Dick 
DM, Docherty AR, Duggirala R, Eaton CB, Ehringer MA, Esko T, Faul JD, Silva LF, Fiorillo E, 
Fornage M, Freedman BI, Gabrielsen ME, Garrett ME, Gharib SA, Gieger C, Gillespie N, Glahn 
DC, Gordon SD, Gu CC, Gu D, Gudbjartsson DF, Guo X, Haessler J, Hall ME, Haller T, Harris 
KM, He J, Herd P, Hewitt JK, Hickie I, Hidalgo B, Hokanson JE, Hopfer C, Hottenga J, Hou L, 
Huang H, Hung YJ, Hunter DJ, Hveem K, Hwang SJ, Hwu CM, Iacono W, Irvin MR, Jee YH, 
Johnson EO, Joo YY, Jorgenson E, Justice AE, Kamatani Y, Kaplan RC, Kaprio J, Kardia SLR, 
Keller MC, Kelly TN, Kooperberg C, Korhonen T, Kraft P, Krauter K, Kuusisto J, Laakso M, 
Lasky-Su J, Lee WJ, Lee JJ, Levy D, Li L, Li K, Li Y, Lin K, Lind PA, Liu C, Lloyd-Jones DM, 
Lutz SM, Ma J, Mägi R, Manichaikul A, Martin NG, Mathur R, Matoba N, McArdle PF, McGue M, 
McQueen MB, Medland SE, Metspalu A, Meyers DA, Millwood IY, Mitchell BD, Mohlke KL, Moll 
M, Montasser ME, Morrison AC, Mulas A, Nielsen JB, North KE, Oelsner EC, Okada Y, Orrù V, 
Palmer ND, Palviainen T, Pandit A, Park SL, Peters U, Peters A, Peyser PA, Polderman TJC, 
Rafaels N, Redline S, Reed RM, Reiner AP, Rice JP, Rich SS, Richmond NE, Roan C, Rotter 
JI, Rueschman MN, Runarsdottir V, Saccone NL, Schwartz DA, Shadyab AH, Shi J, 
Shringarpure SS, Sicinski K, Skogholt AH, Smith JA, Smith NL, Sotoodehnia N, Stallings MC, 
Stefansson H, Stefansson K, Stitzel JA, Sun X, Syed M, Tal-Singer R, Taylor AE, Taylor KD, 
Telen MJ, Thai KK, Tiwari H, Turman C, Tyrfingsson T, Wall TL, Walters RG, Weir DR, Weiss 
ST, White WB, Whitfield JB, Wiggins KL, Willemsen G, Willer CJ, Winsvold BS, Xu H, Yanek 
LR, Yin J, Young KL, Young KA, Yu B, Zhao W, Zhou W, Zöllner S, Zuccolo L; 23andMe 
Research Team; Biobank Japan Project, Batini C, Bergen AW, Bierut LJ, David SP, Gagliano 
Taliun SA, Hancock DB, Jiang B, Munafò MR, Thorgeirsson TE, Liu DJ, Vrieze S. Genetic 
diversity fuels gene discovery for tobacco and alcohol use. Nature. 2022 Dec 7. doi: 
10.1038/s41586-022-05477-4.  
 



May 2023 

32 
 

 
 
164) Kimbrel NA, Ashley-Koch AE, Qin XJ, Lindquist JH, Garrett ME, Dennis MF, Hair LP, 
Huffman JE, Jacobson DA, Madduri RK, Trafton JA, Coon H, Docherty AR, Mullins N, Ruderfer 
DM, Harvey PD, McMahon BH, Oslin DW, Beckham JC, Hauser ER, Hauser MA; Million 
Veteran Program Suicide Exemplar Workgroup, the International Suicide Genetics Consortium, 
the Veterans Affairs Mid-Atlantic Mental Illness Research, Education, and Clinical Center 
Workgroup, and the Veterans Affairs Million Veteran Program. Identification of Novel, Replicable 
Genetic Risk Loci for Suicidal Thoughts and Behaviors Among US Military Veterans. 
JAMA Psychiatry. 2023 Feb 1;80(2):135-145. doi: 10.1001/jamapsychiatry.2022.3896. 
 
165) Siegel SD, Tindle HA, Bergen AW, Tyndale RF, Schnoll R. The Use of Biomarkers to 
Guide Precision Treatment for Tobacco Use. Addiction Neuroscience. 2023. Jun;6:100076. doi: 
10.1016/j.addicn.2023.100076. 
 
See https://www.ncbi.nlm.nih.gov/myncbi/andrew.bergen.1/bibliography/public/  
 
Preprints – Biorxiv and Medrxiv 
 
Thornton et al. bioRxiv 2017 234013; doi: https://doi.org/10.1101/234013  
 
Huckins et al. bioRxiv 2018 265017; doi: https://doi.org/10.1101/265017    
 
Gouveia et al. bioRxiv 2019 652701; doi: https://doi.org/10.1101/652701  
 
Munn-Chernoff et al. bioRxiv 2019 741512; doi: https://doi.org/10.1101/741512 
 
Bergen et al. medRxiv 2020.03.18.20038430; doi: https://doi.org/10.1101/2020.03.18.20038430  
 
Mullins et al. medRxiv 2020.12.01.20241281; doi: https://doi.org/10.1101/2020.12.01.20241281  
 
Bergen et al. medRxiv 2020.12.23.20248734; doi: https://doi.org/10.1101/2020.12.23.20248734  
 
Baurley et al. medRxiv 2021.12.19.21267947; doi: https://doi.org/10.1101/2021.12.19.21267947 
 
Bergen et al. medRxiv 2021.12.19.21267947; doi: https://doi.org/10.1101/2021.12.19.21267947 
 
Biospecimen Related Data Submissions 
 
Landi et al, 2009. A Genome Wide Scan of Lung Cancer and Smoking. 
https://www.ncbi.nlm.nih.gov/projects/gap/cgi-bin/study.cgi?study_id=phs000093.v2.p2  
 
Bergen et al, 2012. Correlates of chronic stress and their influence on the development of 
substance use in a population-based cohort of young adults (OYSUP). 
https://ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE27144  
 
Wacholder et al, 2014. Whole saliva expression data from human populations stratified by 
psychosocial stress exposure. https://ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE40013  
 



May 2023 

33 
 

Wang et al, 2014. Genome-Wide Association Study of Anorexia Nervosa. 
https://www.ncbi.nlm.nih.gov/projects/gap/cgi-bin/study.cgi?study_id=phs000679.v1.p1 
 
Watson et al, 2020. Anorexia Nervosa Genetics Initiative (ANGI). 
https://www.ncbi.nlm.nih.gov/projects/gap/cgi-bin/study.cgi?study_id=phs001541.v1.p1  
 
Bergen et al, 2022. DMET Genes, Nicotine Metabolism and Prospective Abstinence;  
https://www.ncbi.nlm.nih.gov/projects/gap/cgi-bin/study.cgi?study_id=phs000931.v1.p1  
 
Invited Lectures, Oral and Virtual Presentations 2001-2022 
 
1) “Lung Cancer Epidemiology”, George Washington University, Washington DC, Feb 7th, 
2001.  
 
2) “Psychiatric Disease Gene Discovery”, Cambridge Healthtech Institute, Genomic 
Partnering: Emerging and Early-Stage Companies, San Francisco, CA, Mar 3rd, 2001.  
 
3) “Tobacco Dependence Genetics”, American Association for Cancer Research, New 
Orleans, LA, Mar 25th, 2001.  
 
4) “Molecular Genetic Analysis of the Price Foundation Eating Disorder Datasets”, Western 
Psychiatric Institute and Clinic, University of Pittsburgh Medical Center, Pittsburgh, PA, May 
10th, 2001.  
 
5) “Molecular Genetic Analysis of Behavioral Phenotypes”, Karmanos Cancer Center, 
Detroit Medical Center, Wayne State University, Detroit, MI, Jun 5th, 2001.  
 
6) “Candidate Gene Analysis in Anorexia Nervosa”, Johns Hopkins Hospital, Baltimore, 
MD, Oct 2nd, 2001.  
 
7) “Molecular Genetic Analysis of the Price Foundation Eating Disorder Datasets”, Price 
Foundation Biennial Meeting, Albuquerque, New Mexico, Nov 28th, 2001.  
 
8) “Association of Anorexia Nervosa with the Serotonin 1D and Delta Opioid Receptor 
Loci”, Eating Disorders Research Society Annual Meeting, Albuquerque, New Mexico, Nov 30th, 
2001.  
 
9) “Epidemiology of Lung Cancer and Tobacco Dependence”, George Washington 
University, Washington, DC, Feb 27th, 2002.  
 
10) “Candidate Gene Analysis of Anorexia Nervosa”, Children’s Research Institute, National 
Children’s Medical Center, Washington, DC, Apr 16th, 2002.  
 
11) “Dopamine D2 polymorphisms and Anorexia Nervosa”, Eating Disorder Research 
Society Annual Meeting, Charleston, South Carolina, Nov 23rd, 2002.  
 
12) “Extending a Valuable Resource: Whole Genome Amplification”, Third Annual Meeting 
of the Cohort Consortium, Rockville, MD, Dec 17th, 2002. 
 



May 2023 

34 
 

13) “DNA Quantification and Whole Genome Amplification”, Workshop on Specimen 
Processing for Molecular Epidemiology Studies, Rockville, MD, Feb 24th, 2003. 
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Reproductive Endocrinology Branch, DCEG, Rockville, MD, Mar 3rd, 2006. 
 
33) “Phylogenetic analysis of cis sequence effects on cancer gene transcription”, AACR 
Annual Meeting, Washington DC, Apr 5th, 2006. 
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35) “Inverse association of GAD2 variant alleles to overweight and obesity in the Polyp 
Prevention Trial”, Laboratory of Cancer Prevention Research Meeting, Nov 8th, 2006. 
 
36) “CYP2A6 Analysis”, Biosciences Division Friday Seminar, SRI International, Menlo Park, 
CA, Mar 16th, 2007. 
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51) “Functional candidate gene variation in association with nicotine dependence and 
smoking cessation”, Cancer Biology, Epidemiology and Policy Making for Tobacco and Alcohol 
Control, Nagoya, Japan, Mar 24th, 2010. 
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and Rare Variants with Nicotine Dependence”, Data Blitz, Center for Health Sciences, SRI 
International, Menlo Park, CA, Apr 22nd, 2010. 
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